
R4 vs R3. Fold change >1.

R3 R4 R4_3

Probe Set ID Signal Detection Signal Detection

Up-regulated genes

1387902_a_at 5,8 A 0,96 7380 P 0 10,14 1128,4

1388272_at 5,2 A 0,6 6949,4 P 0 9,77 873,1

1371209_at 1,2 A 1 944,7 P 0 9,74 855,1

1376845_at 14,8 A 0,89 2712,5 P 0 7,45 174,9

1388255_x_at 1,3 A 0,73 656,8 P 0 7,04 131,6

1383163_at 37,1 A 0,6 5122,7 P 0 6,29 78,2

1398390_at 26,9 A 0,22 2516,6 P 0 6,04 65,8

1388149_at 4,7 A 0,81 208,7 P 0,02 5,57 47,5

1370967_at 14,9 A 0,6 1531,3 P 0 5,54 46,5

1369852_at 1,5 A 0,78 162,2 P 0,01 5,35 40,8

1382314_at 143,5 A 0,57 6084,4 P 0 5,33 40,2

1373514_at 13,5 A 0,53 494,7 P 0 5,24 37,8

1370695_s_at 6,5 A 0,67 214,1 P 0,04 5,2 36,8

1368000_at 90 A 0,13 2945 P 0 4,97 31,3

1379633_a_at 8,8 A 0,95 471,9 P 0,04 4,94 30,7

1370394_at 55,5 A 0,27 1633,9 P 0 4,89 29,7

1395003_at 6,2 A 0,43 384,7 P 0 4,89 29,7

1371079_at 3,7 A 0,85 249,6 P 0 4,87 29,2

1370883_at 105,5 P 0 2851,6 P 0 4,73 26,5

1368930_at 2,9 A 0,78 93,5 P 0,02 4,68 25,6

1367973_at 7,2 A 0,85 195,9 P 0,03 4,61 24,4

1367679_at 192 A 0,07 4212,6 P 0 4,57 23,8

1370603_a_at 1,6 A 0,73 120,8 P 0,04 4,53 23,1

1383564_at 123,7 P 0,01 2025,6 P 0 4,52 22,9

1381556_at 20,2 A 0,67 416,8 P 0 4,48 22,3

1368332_at 20,3 A 0,19 636,4 P 0 4,45 21,9

1371262_at 144,7 A 0,19 3946,4 P 0 4,41 21,3

1370913_at 86,4 A 0,37 1986,9 P 0 4,34 20,3

1379568_at 136,2 A 0,15 2166,6 P 0 4,29 19,6

1387839_at 4,9 A 0,87 182,2 P 0 4,27 19,3

1393219_at 102 A 0,57 2315,5 P 0 4,26 19,2

1384218_at 6,3 A 0,78 330,1 P 0,01 4,24 18,9

1387413_at 2 A 0,6 114,9 P 0,02 4,24 18,9

1371447_at 64,3 A 0,11 1687,9 P 0 4,2 18,4

1387969_at 57,1 A 0,11 1658,8 P 0 4,17 18,0

1370822_at 87,4 A 0,37 1196,7 P 0 4,12 17,4

Detection 
p-value

Detection 
p-value

Signal 
Log Ratio

Fold 
Change



1371015_at 70,1 P 0,01 972,1 P 0 4,08 16,9

1381228_at 115,1 A 0,15 1651,7 P 0 4,04 16,4

1388212_a_at 57,5 A 0,1 1141,1 P 0 4,03 16,3

1379285_at 164,3 A 0,17 4677,6 P 0 4,02 16,2

1389034_at 108,2 A 0,07 1998,9 P 0 4,02 16,2

1370429_at 7,6 A 0,78 180,7 P 0 4,01 16,1

1384180_at 139,7 P 0 2812,4 P 0 4,01 16,1

1385277_x_at 48,8 A 0,78 751,4 P 0,01 3,95 15,5

1375796_at 5,9 A 0,33 87,5 P 0,04 3,94 15,3

1370383_s_at 64,8 A 0,17 996,8 P 0 3,93 15,2

1379818_at 8,3 A 0,73 165,5 P 0,05 3,9 14,9

1373992_at 26,9 P 0,04 371,2 P 0 3,89 14,8

1391083_at 15,1 A 0,63 259,4 P 0,02 3,88 14,7

1371033_at 83,1 A 0,3 1364 P 0 3,83 14,2

1392592_at 4 A 0,87 36,7 P 0,02 3,82 14,1

1386571_at 17,5 A 0,63 250,7 P 0,01 3,77 13,6

1367975_at 4,3 A 0,78 175,8 P 0,01 3,75 13,5

1389306_at 7,6 A 0,43 82,7 P 0,01 3,75 13,5

1392637_at 115,8 A 0,3 1409,2 P 0 3,75 13,5

1371210_s_at 32,6 P 0,04 599 P 0 3,74 13,4

1373025_at 198,1 P 0 2519 P 0 3,74 13,4

1383392_at 133,3 A 0,57 2536,2 P 0,01 3,74 13,4

1376150_at 11,3 A 0,47 227 P 0,05 3,69 12,9

1387134_at 73,5 A 0,33 1042,1 P 0 3,68 12,8

1370080_at 99 P 0,03 1248,3 P 0 3,66 12,6

1387946_at 138,3 P 0,04 1477,8 P 0 3,64 12,5

1376151_a_at 87,1 P 0,01 1210,7 P 0 3,63 12,4

1379496_at 35,3 A 0,75 608,1 P 0,02 3,63 12,4

1376693_at 67,7 A 0,07 702 P 0 3,62 12,3

1385571_at 121,9 A 0,53 1141,1 P 0,01 3,58 12,0

1376496_at 6,3 A 0,78 82,9 P 0,01 3,55 11,7

1368558_s_at 40,8 P 0,02 552,9 P 0 3,53 11,6

1394352_at 38,1 A 0,57 559,9 P 0,03 3,49 11,2

1375010_at 48,1 A 0,43 830,4 P 0 3,48 11,2

1374718_at 44,8 P 0,01 468,7 P 0 3,42 10,7

1376652_at 308 P 0 4436,7 P 0 3,39 10,5

1370215_at 155,1 P 0 2101,8 P 0 3,38 10,4

1376908_at 64,8 A 0,11 755,7 P 0 3,38 10,4

1382026_at 28,6 A 0,57 349,1 P 0,05 3,38 10,4

1374334_at 78,6 A 0,19 911,7 P 0 3,37 10,3

1372604_at 65,1 A 0,22 611,1 P 0 3,36 10,3

1394819_at 15,5 A 0,87 250,7 P 0,04 3,35 10,2

1388046_at 16 A 0,67 225,2 P 0,04 3,32 10,0

1386879_at 75,2 A 0,4 1114,7 P 0 3,31 9,9

1377916_at 103 A 0,57 832,2 P 0 3,3 9,8

1369387_at 7,8 A 0,53 135 P 0 3,28 9,7



1389553_at 24,4 A 0,25 282,8 P 0 3,23 9,4

1370493_a_at 12,4 A 0,57 95,3 P 0,02 3,18 9,1

1370892_at 147,4 A 0,17 1730,7 P 0 3,17 9,0

1375006_at 53,5 A 0,33 498,6 P 0 3,17 9,0

1371152_a_at 95,7 A 0,11 647,9 P 0 3,15 8,9

1389006_at 267,7 P 0,02 1613,2 P 0 3,09 8,5

1378043_at 103,4 A 0,5 1133,6 P 0 3,06 8,3

1371123_x_at 111,9 A 0,07 1206,7 P 0 3,01 8,1

1381014_at 167,9 A 0,11 1442,8 P 0,01 3,01 8,1

1388694_at 64,5 A 0,3 848,4 P 0 3,01 8,1

1387770_at 1109,9 P 0 8350,1 P 0 2,98 7,9

1371078_at 6,7 A 0,3 616,8 P 0 2,95 7,7

1382902_at 31 A 0,25 261,5 P 0 2,95 7,7

1388213_a_at 127,2 P 0,04 778,1 P 0 2,94 7,7

1387087_at 25,9 A 0,43 193,1 P 0,01 2,88 7,4

1389696_at 7,1 A 0,53 149,7 P 0,04 2,88 7,4

1377950_at 92,5 A 0,08 806,5 P 0 2,87 7,3

1370186_at 57,8 A 0,3 446,8 P 0 2,86 7,3

1383448_at 396,8 P 0 2984,7 P 0 2,86 7,3

1370885_at 135,3 P 0,04 759,1 P 0 2,83 7,1

1392759_at 18,6 A 0,73 237,8 P 0,04 2,82 7,1

1368187_at 80 A 0,25 547,1 P 0 2,8 7,0

1387283_at 77,5 A 0,07 634,5 P 0 2,79 6,9

1387995_a_at 418 P 0 2851,7 P 0 2,79 6,9

1390687_at 58,7 A 0,47 452,6 P 0 2,79 6,9

1369716_s_at 92,1 A 0,53 804,1 P 0,01 2,78 6,9

1373575_at 393 P 0 2788,1 P 0 2,76 6,8

1379748_at 213,3 P 0,05 1701,1 P 0 2,75 6,7

1382692_at 118,2 A 0,3 915,4 P 0 2,73 6,6

1391463_at 169,4 P 0 1203,2 P 0 2,73 6,6

1367786_at 77,2 A 0,43 616 P 0 2,72 6,6

1367974_at 440,8 P 0 2530,5 P 0 2,72 6,6

1383391_a_at 293 A 0,11 1833,1 P 0 2,72 6,6

1390249_at 6,9 A 0,5 82,2 P 0,01 2,7 6,5

1373523_at 160,2 A 0,19 1128,5 P 0 2,69 6,5

1383658_at 161,8 A 0,53 2437,9 P 0 2,68 6,4

1387027_a_at 155,6 P 0 1117,1 P 0 2,68 6,4

1371237_a_at 129,1 P 0,03 1556,4 P 0 2,66 6,3

1384208_at 183,3 A 0,1 2358 P 0 2,66 6,3

1397214_at 64,3 A 0,63 425,6 P 0,02 2,66 6,3

1372254_at 157,6 A 0,1 1016 P 0 2,63 6,2

1372585_at 538,2 P 0 2820,6 P 0 2,61 6,1

1388164_at 69,3 A 0,6 475,9 P 0 2,61 6,1

1387354_at 286,7 P 0 1605,3 P 0 2,6 6,1

1368270_at 9 A 0,6 75 P 0 2,59 6,0

1391979_at 68,4 A 0,43 501,6 P 0 2,58 6,0



1392722_at 59 A 0,63 360,5 P 0,02 2,58 6,0

1378443_at 269,8 A 0,33 1686,8 P 0 2,57 5,9

1393641_at 69,6 A 0,33 383,8 P 0,01 2,54 5,8

1382926_s_at 21,4 A 0,5 267,7 P 0,02 2,53 5,8

1367712_at 37,7 A 0,43 307 P 0,04 2,52 5,7

1368835_at 385,8 P 0 2467,3 P 0 2,52 5,7

1390738_at 227,8 P 0,02 1320,6 P 0 2,52 5,7

1373785_at 107,8 A 0,27 524 P 0 2,51 5,7

1381311_at 94,3 P 0,03 802,7 P 0 2,51 5,7

1388071_x_at 1336,6 P 0 4599,4 P 0 2,51 5,7

1396163_at 195,2 A 0,19 1150,9 P 0 2,49 5,6

1394940_at 231,6 P 0 1225 P 0 2,48 5,6

1370972_x_at 167 A 0,17 840,7 P 0,01 2,44 5,4

1392794_at 13,9 A 0,33 103 P 0,03 2,44 5,4

1387391_at 24,6 A 0,6 145,3 P 0,04 2,42 5,4

1371119_at 100,6 A 0,15 838,3 P 0,01 2,4 5,3

1391489_at 335,9 P 0,02 1708,7 P 0 2,39 5,2

1372757_at 307,5 P 0,02 1724,4 P 0 2,37 5,2

1374627_at 117,5 P 0,04 650,4 P 0 2,37 5,2

1382950_at 119,9 P 0,02 665,9 P 0 2,37 5,2

1375211_at 394,4 P 0 2021,5 P 0 2,36 5,1

1384558_at 108,1 A 0,33 499,3 P 0 2,36 5,1

1394865_at 25,2 A 0,6 169,2 P 0,02 2,35 5,1

1374730_at 91 P 0,01 503,4 P 0 2,33 5,0

1373421_at 29,6 A 0,63 161 P 0,02 2,32 5,0

1381875_at 70 P 0,01 416,1 P 0,01 2,29 4,9

1370694_at 15,1 A 0,4 56,3 P 0,01 2,28 4,9

1372064_at 87,2 A 0,25 455,7 P 0 2,27 4,8

1382546_at 212,4 A 0,3 812,8 P 0,01 2,24 4,7

1393108_at 447,6 P 0,01 3437,7 P 0 2,23 4,7

1373932_at 24,3 A 0,63 70,9 P 0,01 2,22 4,7

1369483_at 119,8 A 0,4 568,8 P 0,01 2,2 4,6

1380071_at 152,3 A 0,25 1165,1 P 0 2,2 4,6

1374778_at 26,8 A 0,5 142,3 P 0,01 2,18 4,5

1376056_at 78,4 P 0,01 352,2 P 0 2,18 4,5

1377826_at 97,5 A 0,08 701,8 P 0 2,18 4,5

1394673_at 226,5 M 0,06 946,7 P 0 2,18 4,5

1372097_at 66,2 P 0,03 297,2 P 0 2,17 4,5

1371440_at 798,5 P 0 4198,5 P 0 2,15 4,4

1376435_at 17,5 A 0,57 103,9 P 0,04 2,15 4,4

1392894_at 335,7 A 0,11 1453,2 P 0 2,14 4,4

1397304_at 287 P 0 1518,6 P 0 2,14 4,4

1380537_at 27,9 A 0,63 242,3 P 0,01 2,13 4,4

1377726_at 261,4 A 0,4 1251,2 P 0,01 2,12 4,3

1377908_at 323,1 P 0,05 1453,6 P 0 2,12 4,3

1383424_at 472,6 M 0,06 2696,2 P 0 2,11 4,3



1367774_at 469,9 P 0 1669,5 P 0 2,1 4,3

1393044_at 254,6 A 0,19 1084,7 P 0 2,09 4,3

1369427_at 70,4 A 0,25 475,2 P 0 2,08 4,2

1377497_at 96,9 A 0,07 522,1 P 0 2,08 4,2

1383516_at 39 P 0,01 278,4 P 0 2,06 4,2

1398246_s_at 106,8 P 0,01 442,8 P 0 2,06 4,2

1373204_at 436 P 0,01 1413,7 P 0 2,05 4,1

1378150_at 136,5 A 0,47 541,4 P 0,01 2,04 4,1

1388271_at 1172,9 P 0,01 3258,4 P 0 2,03 4,1

1368840_at 807 P 0 3565,9 P 0 2,02 4,1

1386925_at 200,5 P 0,01 785,6 P 0 2,02 4,1

1374731_at 135 P 0,01 723,2 P 0 2,01 4,0

1374551_at 111,4 A 0,17 370,7 P 0 2 4,0

1368518_at 128,1 P 0,05 553,2 P 0 1,96 3,9

1372112_at 112,4 M 0,06 533,4 P 0,01 1,94 3,8

1382274_at 453,9 A 0,08 1278 P 0 1,94 3,8

1387605_at 43,4 A 0,3 176,8 P 0,01 1,94 3,8

1389470_at 97,3 A 0,08 505,5 P 0 1,94 3,8

1367577_at 106,5 A 0,33 385,5 P 0,02 1,92 3,8

1385605_at 47,5 A 0,53 343,4 P 0,05 1,92 3,8

1387893_at 125,3 P 0,01 469,6 P 0 1,91 3,8

1390510_at 70,2 A 0,07 231,5 P 0 1,91 3,8

1392623_at 6,7 A 0,67 34,3 P 0 1,91 3,8

1368555_at 37,1 A 0,25 233,4 P 0 1,9 3,7

1382108_at 188,6 A 0,37 744 P 0 1,89 3,7

1370516_at 53,8 A 0,25 165,5 P 0 1,87 3,7

1370882_at 235,1 P 0,01 886,1 P 0 1,87 3,7

1386893_at 447,9 P 0 2366,2 P 0 1,87 3,7

1368006_at 212 P 0,01 785,2 P 0 1,86 3,6

1378133_at 774,4 P 0 2909,9 P 0 1,86 3,6

1372404_at 99,2 A 0,08 426,1 P 0 1,85 3,6

1368280_at 39 A 0,6 213,1 P 0,02 1,84 3,6

1373037_at 98,1 M 0,06 575,7 P 0 1,84 3,6

1374565_at 87,1 P 0,02 169,8 P 0 1,84 3,6

1370090_at 19,5 A 0,43 79 P 0,01 1,83 3,6

1372930_at 124 P 0,01 596,1 P 0 1,83 3,6

1377239_at 76,4 A 0,1 293,8 P 0 1,83 3,6

1379344_at 97,6 A 0,1 508,3 P 0 1,83 3,6

1388395_at 79,7 P 0,01 286 P 0 1,83 3,6

1367663_at 427 P 0 1536,9 P 0 1,82 3,5

1367850_at 87,3 P 0 262,4 P 0 1,82 3,5

1380063_at 226 P 0,05 918 P 0 1,82 3,5

1388784_at 395 P 0 1369 P 0 1,81 3,5

1368474_at 169,6 P 0 646,3 P 0 1,8 3,5

1379613_at 151,7 A 0,22 588 P 0 1,8 3,5

1393280_at 97 A 0,4 338,6 P 0,01 1,8 3,5



1374337_at 99,2 A 0,15 395,8 P 0 1,79 3,5

1388202_at 62,3 A 0,07 225,9 P 0 1,78 3,4

1393249_at 56,7 A 0,22 304,4 P 0 1,78 3,4

1374367_at 40,3 A 0,17 147,4 P 0 1,77 3,4

1390024_at 172,1 P 0 503,8 P 0 1,77 3,4

1387339_at 10,1 A 0,4 40,4 P 0,02 1,76 3,4

1370891_at 121,7 P 0,01 444,2 P 0 1,75 3,4

1387914_at 141,7 P 0,01 474,5 P 0 1,75 3,4

1386119_at 48,5 A 0,27 237,2 P 0,04 1,74 3,3

1386940_at 211,2 P 0 1102,8 P 0 1,74 3,3

1387005_at 1037,9 P 0 4270,7 P 0 1,74 3,3

1398892_at 1161,6 P 0 3979,3 P 0 1,74 3,3

1384886_at 22,7 A 0,3 86,8 P 0,04 1,73 3,3

1379357_at 29,2 P 0 158,6 P 0 1,72 3,3

1368419_at 59,6 P 0,01 186,5 P 0 1,71 3,3

1388277_at 31,1 A 0,3 145 P 0,01 1,7 3,2

1397808_at 96,2 A 0,27 501,3 P 0 1,7 3,2

1376144_at 123,5 P 0,03 638,9 P 0 1,69 3,2

1367581_a_at 419,4 P 0 1392,8 P 0 1,68 3,2

1369484_at 34 A 0,3 108,5 P 0,02 1,66 3,2

1372034_at 177,4 P 0 663,4 P 0 1,66 3,2

1398347_at 321,8 P 0 980,2 P 0 1,66 3,2

1389210_at 139,7 P 0,01 428,3 P 0 1,65 3,1

1397411_at 68,5 A 0,37 246,9 P 0,02 1,65 3,1

1379760_at 72,1 A 0,33 258,7 P 0 1,64 3,1

1385276_a_at 100,4 P 0,01 184,5 P 0,01 1,64 3,1

1385925_at 78,6 A 0,37 318,6 P 0 1,64 3,1

1395313_s_at 227,8 P 0,02 956,3 P 0 1,64 3,1

1382043_at 305,1 A 0,3 1369,8 P 0 1,63 3,1

1372070_at 265,1 A 0,08 745,7 P 0 1,61 3,1

1382346_at 127,4 A 0,22 371,3 P 0 1,61 3,1

1388880_at 67,3 P 0,01 308,2 P 0 1,61 3,1

1390659_at 42,6 P 0,01 201,4 P 0 1,61 3,1

1377835_at 136,8 A 0,47 336,6 P 0,04 1,59 3,0

1388166_at 55,5 A 0,25 265,3 P 0 1,59 3,0

1370211_at 229 A 0,13 664,1 P 0,01 1,57 3,0

1384889_at 111,8 A 0,43 346,8 P 0,02 1,57 3,0

1386899_at 667,1 P 0 1889 P 0 1,57 3,0

1376029_at 98,2 P 0,04 372,5 P 0 1,56 2,9

1387242_at 72,3 P 0,01 212,5 P 0 1,56 2,9

1368418_a_at 132,8 A 0,17 454,9 P 0 1,55 2,9

1392842_at 177,4 A 0,11 331,5 P 0 1,55 2,9

1367715_at 106,8 A 0,08 360,6 P 0 1,54 2,9

1372726_at 266,6 P 0 627,4 P 0 1,54 2,9

1373754_at 102,6 P 0,01 352,3 P 0 1,54 2,9

1379538_at 144 A 0,15 333,5 P 0 1,54 2,9



1383131_at 287,4 A 0,17 740,5 P 0 1,54 2,9

1370570_at 101,9 M 0,06 303,9 P 0 1,53 2,9

1373197_at 166,2 P 0 453,5 P 0 1,53 2,9

1381173_at 138,1 P 0 436,5 P 0 1,53 2,9

1391106_at 81,3 A 0,11 323,4 P 0 1,53 2,9

1393144_at 186,8 A 0,19 684,1 P 0 1,52 2,9

1382431_at 539,7 P 0 1793,3 P 0 1,51 2,8

1389873_at 67,9 A 0,1 211,8 P 0 1,51 2,8

1377946_at 236,7 A 0,37 733,2 P 0,02 1,5 2,8

1386552_at 36,4 A 0,7 149,9 P 0,02 1,49 2,8

1390112_at 51,3 A 0,07 157,3 P 0 1,49 2,8

1386913_at 236,5 P 0 641,7 P 0 1,47 2,8

1388791_at 196,1 P 0 534,3 P 0 1,47 2,8

1386679_at 401,7 P 0,02 904,4 P 0 1,45 2,7

1397917_at 55,2 A 0,47 122,9 P 0,01 1,45 2,7

1372273_at 50,5 A 0,22 142 P 0,04 1,44 2,7

1394550_at 159,9 A 0,3 544,4 P 0,01 1,42 2,7

1369665_a_at 64,5 P 0,01 182,4 P 0 1,41 2,7

1387029_at 113,4 P 0 328,8 P 0 1,41 2,7

1387032_at 193,9 P 0,01 367,7 P 0 1,41 2,7

1369186_at 63,9 P 0,04 216,4 P 0 1,4 2,6

1377594_at 322,7 A 0,1 924,1 P 0 1,4 2,6

1391194_at 250,8 P 0 681,4 P 0 1,4 2,6

1368582_at 88,3 A 0,1 283,4 P 0 1,39 2,6

1376920_at 123,2 P 0,01 261,1 P 0 1,39 2,6

1377671_at 467,2 P 0 1333,3 P 0 1,39 2,6

1379365_at 181 A 0,22 917,7 P 0 1,39 2,6

1392791_at 61,6 A 0,19 125,7 P 0 1,39 2,6

1393217_at 139,4 P 0,01 310 P 0 1,39 2,6

1371239_s_at 83,5 P 0,01 232,2 P 0 1,38 2,6

1377156_at 253,2 P 0 632,8 P 0 1,38 2,6

1384272_at 219,4 M 0,06 674,2 P 0 1,38 2,6

1391227_at 212,5 A 0,53 643,8 P 0,04 1,38 2,6

1369672_at 52,2 A 0,27 115,7 P 0,02 1,37 2,6

1370904_at 275,1 P 0 431 P 0 1,37 2,6

1373611_at 88,8 P 0,05 237,1 P 0 1,37 2,6

1374976_a_at 22,9 A 0,15 163,4 P 0 1,37 2,6

1385252_at 393,4 P 0 1281,2 P 0 1,37 2,6

1367574_at 1077,5 P 0 2173,1 P 0 1,36 2,6

1383242_a_at 227,3 P 0 555,5 P 0 1,36 2,6

1367710_at 365,6 P 0 961,2 P 0 1,35 2,5

1369554_at 86,2 P 0,05 273,1 P 0 1,35 2,5

1374600_at 136,1 P 0,04 281,4 P 0 1,35 2,5

1378140_at 53,1 P 0,03 147,2 P 0 1,35 2,5

1392655_at 203,3 A 0,27 545,5 P 0,01 1,35 2,5

1368754_at 147,3 A 0,13 372,9 P 0,01 1,34 2,5



1372868_at 99,9 P 0,05 218,9 P 0 1,34 2,5

1373577_at 41,1 P 0,03 130,3 P 0,01 1,34 2,5

1371575_at 219,3 P 0,01 607,4 P 0 1,33 2,5

1376944_at 21,2 A 0,25 52,3 P 0 1,33 2,5

1386277_at 621,7 P 0,04 1298,9 P 0 1,33 2,5

1368632_at 15,2 A 0,08 49,3 P 0 1,32 2,5

1374558_at 80,4 A 0,25 211,8 P 0,01 1,32 2,5

1380079_at 418,5 P 0,02 1581,8 P 0 1,32 2,5

1382907_at 72,5 A 0,47 180,9 P 0,01 1,32 2,5

1390050_at 117,9 P 0,01 347,3 P 0 1,32 2,5

1368073_at 171,6 A 0,25 448,9 P 0,01 1,31 2,5

1370875_at 362,4 P 0,01 890,1 P 0 1,31 2,5

1376980_at 179,2 P 0 479,8 P 0 1,31 2,5

1386890_at 162,2 P 0,04 362,3 P 0 1,31 2,5

1369959_at 390,1 P 0 939 P 0 1,3 2,5

1392172_at 151,5 A 0,47 346,3 P 0,01 1,3 2,5

1368010_at 44,5 A 0,11 157,5 P 0 1,29 2,4

1369590_a_at 249,9 P 0,01 604,5 P 0 1,29 2,4

1387282_at 56,6 A 0,15 189,5 P 0 1,29 2,4

1371194_at 63,9 P 0,03 139,7 P 0 1,28 2,4

1372824_at 88,1 P 0 285,7 P 0 1,28 2,4

1373065_at 126,1 M 0,06 324,2 P 0 1,28 2,4

1383243_at 262,3 A 0,25 678,6 P 0,01 1,28 2,4

1387769_a_at 224,4 P 0 554,4 P 0 1,28 2,4

1370024_at 588,1 P 0 1414,4 P 0 1,27 2,4

1384381_at 68,7 A 0,22 181,2 P 0 1,27 2,4

1385051_at 95,4 P 0,05 261,2 P 0 1,27 2,4

1394200_at 22,6 A 0,13 119,2 P 0 1,27 2,4

1372621_at 93 A 0,15 209,7 P 0,03 1,26 2,4

1386321_s_at 53,3 A 0,17 198,1 P 0,01 1,26 2,4

1383241_at 236,7 M 0,06 452,4 P 0,01 1,25 2,4

1385584_at 273 P 0 550,2 P 0 1,25 2,4

1387343_at 75,5 A 0,13 124,7 P 0,01 1,25 2,4

1370161_at 131,7 P 0,02 328,6 P 0 1,24 2,4

1375955_at 291,8 P 0 554,9 P 0 1,24 2,4

1380129_at 120,2 M 0,06 281 P 0,01 1,24 2,4

1390287_at 95,1 P 0,01 323,8 P 0 1,24 2,4

1368728_at 128,2 P 0,02 370,5 P 0 1,23 2,3

1371131_a_at 557,7 P 0,01 1057,2 P 0 1,23 2,3

1372301_at 103,9 A 0,22 262,1 P 0,01 1,23 2,3

1373881_at 338,3 P 0,04 691,1 P 0 1,23 2,3

1367612_at 334,4 P 0 870,9 P 0 1,22 2,3

1370391_at 177,5 P 0,04 362,8 P 0,02 1,22 2,3

1372365_at 125,2 A 0,07 264,6 P 0,01 1,22 2,3

1375428_at 80,5 A 0,13 197,3 P 0,03 1,22 2,3

1395126_at 130,8 A 0,17 415,1 P 0,01 1,22 2,3



1370135_at 90,5 P 0,01 196,9 P 0 1,21 2,3

1379717_at 313,2 A 0,13 834,2 P 0 1,21 2,3

1379957_at 151,5 A 0,33 269,2 P 0 1,21 2,3

1394490_at 146,4 P 0 456,4 P 0 1,21 2,3

1368490_at 55,7 A 0,33 153,4 P 0,03 1,2 2,3

1390866_at 164,2 A 0,25 416,2 P 0,01 1,2 2,3

1370956_at 124,5 P 0,01 311,4 P 0 1,19 2,3

1373748_at 170,1 P 0,01 309 P 0 1,19 2,3

1390909_at 190,7 A 0,11 433,2 P 0 1,19 2,3

1371070_at 70 A 0,17 291,7 P 0 1,18 2,3

1367648_at 1635,9 P 0 3516,4 P 0 1,17 2,3

1368482_at 59,4 A 0,19 137,1 P 0 1,17 2,3

1368679_a_at 112,5 P 0,02 297,2 P 0 1,17 2,3

1369110_x_at 143,1 A 0,07 353 P 0 1,17 2,3

1373106_at 257,8 P 0 619 P 0 1,17 2,3

1388347_at 949,4 P 0 2206,6 P 0 1,17 2,3

1388571_at 176 P 0,02 344,2 P 0 1,17 2,3

1367595_s_at 4197 P 0 9174,3 P 0 1,16 2,2

1367698_a_at 148,9 P 0 294,6 P 0 1,16 2,2

1398664_at 548,8 P 0 1189,6 P 0 1,16 2,2

1368028_at 50,3 A 0,11 89,1 P 0,03 1,15 2,2

1388754_at 517,8 P 0 1244,2 P 0 1,15 2,2

1397246_at 1154,1 P 0 2677,6 P 0 1,15 2,2

1368430_at 727,6 P 0 1726,7 P 0 1,14 2,2

1391754_at 113,8 P 0,01 1496 P 0 1,14 2,2

1367676_at 88,4 P 0 188 P 0 1,13 2,2

1368052_at 100,5 A 0,1 205,5 P 0 1,13 2,2

1371332_at 555,8 P 0 1180,4 P 0 1,13 2,2

1372466_at 355,3 P 0 692,1 P 0 1,13 2,2

1377626_at 292,1 P 0,03 511,8 P 0 1,13 2,2

1384507_at 213,8 P 0,02 757,6 P 0 1,13 2,2

1370249_at 206,3 M 0,06 526,5 P 0 1,12 2,2

1372004_at 95,4 A 0,07 186,6 P 0 1,12 2,2

1376321_at 76,4 A 0,33 134,2 P 0,03 1,12 2,2

1384483_at 112 A 0,15 209,8 P 0,01 1,12 2,2

1390021_at 323,8 P 0 906,8 P 0 1,12 2,2

1397164_at 792,6 P 0 1694,4 P 0 1,12 2,2

1369956_at 506,8 P 0 1195,3 P 0 1,11 2,2

1374033_at 278,2 P 0,01 600,2 P 0 1,11 2,2

1383058_at 234,3 P 0 512 P 0 1,11 2,2

1383309_at 432,2 A 0,11 905,3 P 0 1,11 2,2

1368669_at 275,8 M 0,06 565,1 P 0,01 1,1 2,1

1369557_at 97,3 A 0,27 145,3 P 0,02 1,1 2,1

1371774_at 616,9 P 0 1622,6 P 0 1,1 2,1

1373670_at 267,3 A 0,08 570,8 P 0,04 1,1 2,1

1374752_at 65,6 P 0,02 156,2 P 0,02 1,1 2,1



1382531_at 22,7 A 0,1 81,8 P 0,05 1,1 2,1

1384191_at 111,4 P 0 201,6 P 0 1,1 2,1

1386065_at 131,6 P 0 363 P 0 1,1 2,1

1387759_s_at 68,2 A 0,22 158,6 P 0,01 1,1 2,1

1399161_a_at 238,2 P 0 609,6 P 0 1,1 2,1

1367700_at 168,8 P 0,01 370,6 P 0 1,09 2,1

1372013_at 87,1 A 0,22 175,2 P 0 1,09 2,1

1387276_at 291,6 P 0 639 P 0 1,09 2,1

1370219_at 299,3 P 0,01 648,6 P 0 1,08 2,1

1370483_at 9,5 A 0,4 35,5 P 0,04 1,08 2,1

1382177_at 186,1 P 0,04 556,4 P 0 1,08 2,1

1392189_at 222,3 P 0,02 602,4 P 0 1,08 2,1

1367826_at 239,1 P 0 618,5 P 0 1,07 2,1

1368948_at 78,7 P 0,01 208,6 P 0,01 1,07 2,1

1378418_at 153,1 M 0,06 318,2 P 0 1,07 2,1

1383290_at 201,7 P 0,02 351 P 0 1,07 2,1

1387024_at 199,4 A 0,15 372,9 P 0,02 1,07 2,1

1388426_at 450,3 P 0 1197,1 P 0 1,07 2,1

1378645_at 197,2 P 0,02 344 P 0 1,06 2,1

1367816_at 501,4 P 0 984,1 P 0 1,05 2,1

1370154_at 521,5 P 0 1440,8 P 0 1,05 2,1

1380057_at 193,5 A 0,08 250,9 P 0 1,05 2,1

1388776_at 646,5 P 0 1428,5 P 0 1,05 2,1

1390312_at 228,8 P 0,01 455,6 P 0 1,05 2,1

1367696_at 384,7 P 0,01 681 P 0 1,04 2,1

1376066_at 82,7 P 0,02 160,5 P 0 1,04 2,1

1376636_at 193,6 P 0,01 394,7 P 0 1,04 2,1

1382311_at 490,4 A 0,25 1163,1 P 0,01 1,04 2,1

1387198_at 84,4 P 0 230,6 P 0 1,04 2,1

1396755_at 53,8 A 0,43 116,9 P 0,02 1,04 2,1

1372706_at 683,1 P 0 1396,1 P 0 1,03 2,0

1379631_at 236,4 A 0,08 1075,2 P 0 1,03 2,0

1384126_a_at 287,6 A 0,1 512,5 P 0 1,03 2,0

1387818_at 251,8 P 0,05 699,5 P 0 1,03 2,0

1372031_at 205,2 P 0,02 485,7 P 0 1,02 2,0

1374868_at 36,8 P 0,02 76,8 P 0 1,02 2,0

1382791_at 20,6 A 0,4 81 P 0 1,02 2,0

1384127_at 364,5 P 0,01 730,6 P 0 1,02 2,0

1388203_x_at 118,3 P 0 265,2 P 0 1,02 2,0

1388425_at 106,7 A 0,07 261,6 P 0 1,02 2,0

1390507_at 97,7 P 0,02 131,7 P 0,01 1,02 2,0

1392170_at 221,6 A 0,1 300,2 P 0,01 1,02 2,0

1367675_at 254,7 P 0 494,6 P 0 1,01 2,0

1373490_at 117,8 P 0,01 163,6 P 0 1,01 2,0

1381678_at 483,7 P 0 1014,9 P 0 1,01 2,0

1384814_at 192,9 P 0 365,6 P 0 1,01 2,0



1367939_at 104,7 A 0,15 189,7 P 0 1 2,0

1368460_at 103,6 A 0,33 214,7 P 0,05 1 2,0

1368908_at 62,8 M 0,06 131,5 P 0 1 2,0

1374165_at 149,5 P 0,04 261 P 0,01 1 2,0

1375144_at 401,2 P 0 848,4 P 0 1 2,0

1384312_at 387,1 P 0,05 902,8 P 0 1 2,0

1393863_at 65 A 0,08 269,3 P 0,01 1 2,0

1395813_at 481,3 P 0 1010,8 P 0 1 2,0

1371595_at 693,7 P 0 1333,8 P 0 0,99 2,0

1373673_at 38,7 P 0,02 94,3 P 0 0,99 2,0

1379891_at 2311,7 P 0 4023,8 P 0 0,99 2,0

1389170_at 123,2 M 0,06 277,4 P 0 0,99 2,0

1393038_at 289 A 0,17 587 P 0 0,99 2,0

1393682_at 114,3 P 0,02 200 P 0 0,99 2,0

1367925_at 130,1 A 0,07 322,6 P 0,01 0,98 2,0

1378927_at 604,5 P 0,03 1218,7 P 0 0,98 2,0

1383614_at 187,4 A 0,3 365 P 0,05 0,98 2,0

1384087_at 285,3 P 0,03 415,5 P 0 0,98 2,0

1388460_at 140,5 M 0,06 233 P 0 0,98 2,0

1388666_at 217,9 P 0,01 490,1 P 0 0,98 2,0

1376728_at 92,3 P 0,02 178,7 P 0 0,97 2,0

1387280_a_at 190,1 P 0,01 422,9 P 0 0,97 2,0

1388337_at 996,7 P 0 1858,8 P 0 0,97 2,0

1388598_at 185,6 P 0,01 368,3 P 0,01 0,97 2,0

1391607_at 404,8 P 0,03 1062,2 P 0 0,97 2,0

1368207_at 131,5 P 0,01 265,2 P 0 0,96 1,9

1370155_at 382,7 P 0 654,8 P 0 0,96 1,9

1382083_at 535,7 P 0 1031,9 P 0 0,96 1,9

1396268_at 295,6 A 0,08 618,3 P 0 0,96 1,9

1368356_a_at 140,2 P 0,05 402,8 P 0 0,95 1,9

1368621_at 140,6 A 0,1 187,6 P 0 0,95 1,9

1369983_at 88,6 A 0,17 343,9 P 0,01 0,95 1,9

1370959_at 266,4 P 0 564,4 P 0 0,95 1,9

1371627_at 162,2 P 0 295,8 P 0 0,95 1,9

1375266_at 163,8 P 0,01 402,5 P 0 0,95 1,9

1388699_at 217,2 P 0 434,8 P 0 0,95 1,9

1372332_at 167,7 P 0 334 P 0 0,94 1,9

1373233_at 127,5 P 0,02 297,8 P 0 0,94 1,9

1376749_at 294,1 P 0 539,3 P 0 0,94 1,9

1377640_at 427,7 P 0,01 663,1 P 0 0,94 1,9

1380250_at 593,6 P 0 1260,6 P 0 0,94 1,9

1384968_at 192,6 A 0,4 390,5 P 0,02 0,94 1,9

1387036_at 123,8 P 0,05 148 P 0,01 0,94 1,9

1389571_at 432,7 P 0 629,4 P 0 0,94 1,9

1390835_at 129,7 A 0,27 288,4 P 0,01 0,94 1,9

1394077_at 233,6 A 0,08 447,4 P 0 0,94 1,9



1378257_at 381,6 A 0,1 986,3 P 0 0,93 1,9

1379425_at 95,3 A 0,37 225,2 P 0,02 0,93 1,9

1389538_at 163,5 P 0 293,2 P 0 0,93 1,9

1368976_at 68,4 P 0 146,9 P 0 0,92 1,9

1369181_at 104,6 A 0,19 216,3 P 0,03 0,92 1,9

1372027_at 133,2 A 0,15 230,4 P 0,05 0,92 1,9

1372187_at 181,8 P 0 337,2 P 0 0,92 1,9

1379281_at 350,4 P 0 677,2 P 0 0,92 1,9

1380850_at 56,3 A 0,25 126,7 P 0,01 0,92 1,9

1382680_at 40,4 A 0,43 90,3 P 0,05 0,92 1,9

1390529_at 378,7 P 0 677,3 P 0 0,92 1,9

1367655_at 61,9 A 0,13 138,9 P 0,01 0,91 1,9

1375346_at 73,3 A 0,37 127,7 P 0,03 0,91 1,9

1378679_at 384,6 P 0 915,2 P 0,01 0,91 1,9

1385359_at 524,3 P 0,01 1347,7 P 0 0,91 1,9

1385658_at 988,3 P 0 1754,5 P 0 0,91 1,9

1388792_at 187,6 P 0,01 377,1 P 0 0,91 1,9

1389039_at 58,9 A 0,11 117,1 P 0 0,91 1,9

1390383_at 204,7 P 0 366,4 P 0 0,91 1,9

1395557_at 154,8 A 0,08 302,2 P 0 0,91 1,9

1367721_at 907,6 P 0 1790,5 P 0 0,9 1,9

1370307_at 340,7 P 0 660,2 P 0 0,9 1,9

1371162_at 61,7 M 0,06 113,3 P 0,02 0,9 1,9

1371643_at 282 A 0,07 511,1 P 0 0,9 1,9

1378633_at 234,7 P 0,01 350,7 P 0 0,9 1,9

1383075_at 63,8 A 0,11 113,5 P 0,01 0,9 1,9

1387854_at 285,6 P 0,03 275,5 P 0,01 0,9 1,9

1393187_at 109,6 P 0,04 353,4 P 0 0,9 1,9

1369204_at 121,7 P 0,05 230,9 P 0 0,89 1,9

1369726_at 151,5 A 0,19 283,1 P 0,02 0,89 1,9

1370113_at 62,1 A 0,11 153 P 0,02 0,89 1,9

1371432_at 132,9 A 0,1 270,6 P 0,04 0,89 1,9

1373374_at 947,5 P 0 1450,6 P 0 0,89 1,9

1376675_at 81,5 A 0,07 193 P 0,02 0,89 1,9

1378592_at 85 P 0,05 200,7 P 0,01 0,89 1,9

1381132_at 114,8 P 0,02 291 P 0,01 0,89 1,9

1383447_at 236,5 A 0,07 433,4 P 0 0,89 1,9

1387950_at 107,4 P 0 202,3 P 0 0,89 1,9

1388312_at 391,2 P 0,01 471,2 P 0 0,89 1,9

1388674_at 192 A 0,17 314,8 P 0,04 0,89 1,9

1390707_at 419,7 P 0 755,9 P 0 0,89 1,9

1391579_at 174,6 A 0,17 279,9 P 0,01 0,89 1,9

1369310_at 181,4 A 0,07 352,9 P 0,01 0,88 1,8

1371090_at 190,9 P 0,01 234,2 P 0 0,88 1,8

1371974_at 406,1 P 0,01 683,3 P 0 0,88 1,8

1381428_a_at 1724,7 P 0 4061,9 P 0 0,88 1,8



1384163_at 546,2 P 0 1031,6 P 0 0,88 1,8

1392171_at 564,8 P 0 1133,2 P 0 0,88 1,8

1393893_at 131,7 A 0,15 238,1 P 0,02 0,88 1,8

1373410_at 113 P 0,02 173,3 P 0 0,87 1,8

1377686_at 474,8 P 0 838,3 P 0 0,87 1,8

1382040_at 561,3 P 0 1189,8 P 0 0,87 1,8

1390494_at 44,5 A 0,1 88,2 P 0,02 0,87 1,8

1395655_at 103 A 0,1 101,2 P 0 0,87 1,8

1367559_at 1226,4 P 0 2360,4 P 0 0,86 1,8

1367749_at 83,2 P 0,02 175,2 P 0,01 0,86 1,8

1372653_at 58,9 A 0,08 119,5 P 0,01 0,86 1,8

1379719_at 430,6 P 0 639,3 P 0 0,86 1,8

1380218_at 194,8 A 0,4 348,3 P 0,05 0,86 1,8

1389092_at 96,4 A 0,08 177,4 P 0,01 0,86 1,8

1398256_at 47 A 0,3 107 P 0,05 0,86 1,8

1368003_at 283,9 P 0 511,4 P 0 0,85 1,8

1372299_at 244,5 P 0,01 435,4 P 0 0,85 1,8

1374172_at 77,8 P 0 130,4 P 0 0,85 1,8

1374544_at 206,5 P 0 255,3 P 0 0,85 1,8

1374746_at 39,7 A 0,15 83,4 P 0,02 0,85 1,8

1375714_at 96,7 P 0 152,4 P 0 0,85 1,8

1384226_at 205,7 A 0,27 368,9 P 0,01 0,85 1,8

1390156_a_at 166,6 P 0,02 328,9 P 0 0,85 1,8

1390937_at 92,8 P 0,01 135,4 P 0 0,85 1,8

1391527_at 342,3 A 0,07 589,7 P 0 0,85 1,8

1368295_at 156,5 P 0,01 356,4 P 0 0,84 1,8

1369020_at 78,4 A 0,08 139,5 P 0,01 0,84 1,8

1369704_at 350,2 P 0 676 P 0 0,84 1,8

1369979_at 240,9 P 0,05 519,9 P 0,01 0,84 1,8

1373499_at 362,2 P 0 662,2 P 0 0,84 1,8

1376829_at 69,1 A 0,07 111,6 P 0 0,84 1,8

1379698_at 227,2 A 0,15 483 P 0,01 0,84 1,8

1387342_at 645,5 P 0 1316 P 0 0,84 1,8

1369262_at 35,8 A 0,27 63,3 P 0,04 0,83 1,8

1370687_a_at 481,2 P 0,01 727,9 P 0 0,83 1,8

1380346_at 330,2 A 0,15 533,3 P 0,01 0,83 1,8

1386662_at 323,8 A 0,13 598,9 P 0,01 0,83 1,8

1398369_at 144,7 P 0,02 298,6 P 0 0,83 1,8

1368353_at 4570,3 P 0 6634,7 P 0 0,82 1,8

1369970_at 252,9 A 0,15 231,5 P 0 0,82 1,8

1371310_s_at 325,7 P 0 529,5 P 0 0,82 1,8

1372481_at 98,3 P 0 183,8 P 0 0,82 1,8

1383263_at 282,8 P 0 419,2 P 0 0,82 1,8

1384457_at 158,9 A 0,13 361,7 P 0 0,82 1,8

1387346_at 168,8 P 0,03 276,9 P 0 0,82 1,8

1390459_at 137,2 M 0,06 229,2 P 0,03 0,82 1,8



1392489_at 158,5 P 0,01 330,7 P 0 0,82 1,8

1371998_at 315 P 0,04 700,9 P 0 0,81 1,8

1384822_at 286 P 0 419,3 P 0 0,81 1,8

1387938_at 443,5 P 0 666,8 P 0 0,81 1,8

1388320_at 594,9 P 0,03 1055,9 P 0,01 0,81 1,8

1389467_at 157,6 P 0,01 126,2 P 0 0,81 1,8

1394005_s_at 56,7 A 0,07 220 P 0,02 0,81 1,8

1370010_at 582,4 P 0 915,6 P 0 0,8 1,7

1374284_at 185,8 P 0 343,6 P 0 0,8 1,7

1375154_at 117,7 P 0 253,1 P 0 0,8 1,7

1381279_at 257,2 P 0 553 P 0 0,8 1,7

1389482_at 314,6 P 0 616,7 P 0 0,8 1,7

1392587_at 1610 P 0 2775,9 P 0 0,8 1,7

1394315_at 707,5 P 0 1161,9 P 0 0,8 1,7

1367584_at 304,4 P 0,05 541,7 P 0,04 0,79 1,7

1367800_at 268,3 P 0 431 P 0 0,79 1,7

1369669_at 45,8 A 0,13 73,2 P 0,01 0,79 1,7

1370928_at 587 P 0 1102,6 P 0 0,79 1,7

1371491_at 184 P 0 277,2 P 0 0,79 1,7

1372282_at 156,2 P 0,02 294,7 P 0 0,79 1,7

1372601_at 649,3 P 0 1046,7 P 0 0,79 1,7

1374838_at 54,8 M 0,06 190,4 P 0 0,79 1,7

1377153_a_at 58,4 P 0,05 131,8 P 0 0,79 1,7

1383135_at 2877,2 P 0 4550,1 P 0 0,79 1,7

1384971_at 119,9 A 0,07 177,4 P 0 0,79 1,7

1387004_at 102,6 M 0,06 255 P 0,02 0,79 1,7

1388127_at 286,8 P 0 459 P 0 0,79 1,7

1389172_at 475,1 P 0 709,5 P 0 0,79 1,7

1389423_at 110,4 P 0,02 211,8 P 0 0,79 1,7

1390146_at 139 P 0,01 241,3 P 0 0,79 1,7

1395695_at 373,4 P 0,01 692,7 P 0 0,79 1,7

1372478_at 189,3 P 0,03 351,2 P 0,01 0,78 1,7

1372818_at 108 P 0 192,5 P 0 0,78 1,7

1375633_at 247,9 A 0,11 482 P 0,03 0,78 1,7

1387205_at 315,1 P 0 644,2 P 0 0,78 1,7

1387808_at 50,3 P 0 120,7 P 0 0,78 1,7

1387856_at 929 P 0 1924,6 P 0 0,78 1,7

1390800_a_at 132,1 P 0,01 139,7 P 0 0,78 1,7

1371703_at 195,3 P 0 423,7 P 0 0,77 1,7

1374393_at 174,2 P 0 350,3 P 0 0,77 1,7

1377631_at 355,5 P 0 560,1 P 0 0,77 1,7

1378482_at 365,6 M 0,06 402,6 P 0 0,77 1,7

1382277_at 215,6 A 0,07 325,6 P 0,01 0,77 1,7

1384350_at 200,8 A 0,15 401,8 P 0 0,77 1,7

1388866_at 225,1 P 0 313,4 P 0 0,77 1,7

1390386_at 309,9 M 0,06 463,1 P 0,01 0,77 1,7



1370623_at 123,5 A 0,1 220,5 P 0,01 0,76 1,7

1376344_at 33,5 P 0,04 60,2 P 0 0,76 1,7

1377739_at 384,5 P 0,04 608,8 P 0,02 0,76 1,7

1379450_at 713,4 P 0 1209,4 P 0 0,76 1,7

1383519_at 121,7 A 0,15 199,2 P 0,02 0,76 1,7

1383910_at 334,7 P 0,01 605,5 P 0 0,76 1,7

1387687_at 26 A 0,25 55,1 P 0,01 0,76 1,7

1388140_at 210,3 P 0,01 390,1 P 0 0,76 1,7

1388500_at 649,4 P 0,01 1263,5 P 0 0,76 1,7

1393252_at 378,9 A 0,08 869,7 P 0 0,76 1,7

1368296_at 197,3 P 0,01 318,5 P 0 0,75 1,7

1370097_a_at 104,1 P 0,04 171,8 P 0,02 0,75 1,7

1371186_at 171,4 P 0,01 266,6 P 0 0,75 1,7

1371696_at 505,3 P 0 912,2 P 0 0,75 1,7

1374948_at 55,5 A 0,15 146,5 P 0,01 0,75 1,7

1380822_at 204,6 P 0 355,2 P 0 0,75 1,7

1383355_at 535,5 P 0,01 854,4 P 0 0,75 1,7

1389573_at 331,9 P 0 719 P 0 0,75 1,7

1390798_at 51,4 M 0,06 132,6 P 0,01 0,75 1,7

1392648_at 221,4 A 0,08 381 P 0 0,75 1,7

1368012_at 133,5 M 0,06 237,9 P 0,01 0,74 1,7

1371769_at 261,5 P 0,04 385,7 P 0,01 0,74 1,7

1373699_at 187,4 P 0 262,7 P 0 0,74 1,7

1374422_at 299,2 P 0 527,3 P 0 0,74 1,7

1376943_at 80,7 M 0,06 145,4 P 0,01 0,74 1,7

1377765_at 1006,8 P 0 1789,6 P 0 0,74 1,7

1383001_at 259,1 P 0,03 443,3 P 0 0,74 1,7

1388145_at 164,5 P 0 282,3 P 0 0,74 1,7

1388809_at 245,8 P 0,04 342,6 P 0,01 0,74 1,7

1389387_at 300,2 P 0 533,1 P 0 0,74 1,7

1389583_at 170,2 P 0,02 254,2 P 0 0,74 1,7

1389803_at 103,5 P 0,01 146,6 P 0 0,74 1,7

1392386_at 226,7 P 0 379,4 P 0 0,74 1,7

1368655_at 290,7 P 0,02 347,2 P 0 0,73 1,7

1370019_at 187,5 P 0 266,2 P 0 0,73 1,7

1375533_at 82,2 P 0 190,1 P 0 0,73 1,7

1377577_at 307,3 P 0,01 541,9 P 0 0,73 1,7

1387197_at 99,7 A 0,07 147 P 0,01 0,73 1,7

1390272_at 88,1 P 0 135,4 P 0 0,73 1,7

1398350_at 864,9 P 0 1661,9 P 0 0,73 1,7

1398771_at 1540,4 P 0 2902,4 P 0 0,73 1,7

1367807_at 181 P 0 333,2 P 0 0,72 1,6

1368379_at 149,2 P 0,01 199,3 P 0 0,72 1,6

1368535_at 177,4 P 0,01 351,1 P 0,01 0,72 1,6

1370408_at 57,2 A 0,08 100 P 0,01 0,72 1,6

1372421_at 364,5 P 0 633,2 P 0 0,72 1,6



1372647_at 117,1 P 0,02 240,1 P 0,01 0,72 1,6

1375951_at 44,2 P 0 90,1 P 0 0,72 1,6

1377642_at 312 P 0 417,6 P 0 0,72 1,6

1378446_at 161,3 A 0,19 218,4 P 0,01 0,72 1,6

1385923_at 120,7 A 0,17 109,5 P 0,01 0,72 1,6

1387599_a_at 219,5 P 0 336,5 P 0 0,72 1,6

1387874_at 577,3 P 0 934,2 P 0 0,72 1,6

1388725_at 281 P 0 470,1 P 0 0,72 1,6

1389271_at 122,6 A 0,19 191 P 0,05 0,72 1,6

1389528_s_at 524,1 P 0 758 P 0 0,72 1,6

1391347_at 287,9 A 0,13 712,3 P 0,02 0,72 1,6

1367682_at 700,8 P 0 1130,9 P 0 0,71 1,6

1368819_at 287,1 P 0 465,6 P 0 0,71 1,6

1370539_at 48,7 A 0,07 209,8 P 0 0,71 1,6

1373860_at 118 A 0,15 214,5 P 0,03 0,71 1,6

1383455_at 1243,8 P 0 2009,1 P 0 0,71 1,6

1385248_a_at 101,2 P 0,03 155,5 P 0 0,71 1,6

1390914_at 138,8 A 0,22 273,6 P 0,01 0,71 1,6

1395327_at 625,5 P 0 1018,1 P 0 0,71 1,6

1395654_at 68,2 A 0,13 122 P 0 0,71 1,6

1367784_a_at 3124,8 P 0 5149,7 P 0 0,7 1,6

1368027_at 121,5 A 0,17 230,3 P 0,02 0,7 1,6

1373544_at 96,8 A 0,11 134,1 P 0,02 0,7 1,6

1377943_at 134,2 A 0,17 250,9 P 0 0,7 1,6

1383565_at 213,8 P 0 249,4 P 0 0,7 1,6

1387077_at 167,8 P 0,02 285,1 P 0 0,7 1,6

1388447_at 285 P 0 574,4 P 0 0,7 1,6

1368511_at 1598,2 P 0 2016,4 P 0 0,69 1,6

1369481_at 46 P 0,05 79,9 P 0,01 0,69 1,6

1369788_s_at 610,5 P 0 902,1 P 0 0,69 1,6

1369794_a_at 201,4 P 0 296,9 P 0 0,69 1,6

1371943_at 139,6 A 0,13 273,3 P 0,05 0,69 1,6

1372665_at 1147,6 P 0 1825,1 P 0 0,69 1,6

1375523_at 916,8 P 0 1340,8 P 0 0,69 1,6

1377755_at 288 P 0,02 466,1 P 0 0,69 1,6

1379868_at 369,5 A 0,1 578,2 P 0 0,69 1,6

1384788_at 769,5 P 0 1151,2 P 0 0,69 1,6

1385572_at 524 A 0,22 756,8 P 0,02 0,69 1,6

1393643_at 121,1 P 0 182,6 P 0 0,69 1,6

1394327_at 95,1 A 0,19 172,6 P 0,02 0,69 1,6

1367571_a_at 1511,5 P 0 2271,6 P 0 0,68 1,6

1367847_at 143,3 P 0,05 204,7 P 0,01 0,68 1,6

1369973_at 94,8 P 0,02 130,7 P 0 0,68 1,6

1371104_at 466,3 P 0 675,1 P 0 0,68 1,6

1372246_at 385 P 0 674,3 P 0 0,68 1,6

1376790_at 135,9 P 0 223,1 P 0 0,68 1,6



1377172_at 44,3 A 0,11 106,4 P 0,05 0,68 1,6

1382500_at 391,4 A 0,1 622,5 P 0,01 0,68 1,6

1384177_at 302,5 P 0,01 511,2 P 0 0,68 1,6

1386967_at 173,9 P 0 307,3 P 0 0,68 1,6

1387566_at 71,7 P 0 150,8 P 0 0,68 1,6

1388114_at 366,6 P 0 715,8 P 0 0,68 1,6

1389304_at 105,7 P 0 179,1 P 0 0,68 1,6

1393021_at 110,3 P 0,01 183,9 P 0 0,68 1,6

1393458_s_at 146,1 P 0,01 297,3 P 0 0,68 1,6

1397185_at 797 P 0,01 1380,3 P 0 0,68 1,6

1367887_at 423,4 P 0 735,8 P 0 0,67 1,6

1368826_at 479,9 P 0 680,9 P 0 0,67 1,6

1370166_at 377,2 P 0 622,6 P 0 0,67 1,6

1374404_at 272 P 0 438 P 0 0,67 1,6

1379346_at 1055 P 0 1690,8 P 0 0,67 1,6

1387870_at 137,1 P 0 282,9 P 0 0,67 1,6

1390638_at 150,9 P 0 242,6 P 0 0,67 1,6

1391013_at 91 P 0,03 213 P 0 0,67 1,6

1395265_at 1183,1 P 0 2296,8 P 0 0,67 1,6

1396117_at 585,6 P 0 835,2 P 0 0,67 1,6

1397436_at 115,7 A 0,15 296,9 P 0,02 0,67 1,6

1368075_at 201,3 P 0,01 324,2 P 0,01 0,66 1,6

1368249_at 328 P 0 530,1 P 0 0,66 1,6

1370530_a_at 114,1 P 0,01 178,9 P 0 0,66 1,6

1371487_at 372,3 P 0 473,2 P 0 0,66 1,6

1374043_at 406,5 P 0 690 P 0 0,66 1,6

1374468_at 96,9 P 0 197 P 0 0,66 1,6

1374526_at 405,6 P 0 650,9 P 0 0,66 1,6

1377287_at 111,3 P 0 156,5 P 0 0,66 1,6

1380044_x_at 40,4 P 0,03 157,4 P 0 0,66 1,6

1383291_at 330,1 P 0 535,5 P 0 0,66 1,6

1386926_at 318,4 P 0 481,4 P 0 0,66 1,6

1388659_at 206,6 P 0 315,8 P 0 0,66 1,6

1393085_at 631,5 P 0 889,5 P 0 0,66 1,6

1394033_at 117 P 0,01 219,9 P 0 0,66 1,6

1367687_a_at 425,7 P 0 593 P 0 0,65 1,6

1367741_at 424,9 P 0,01 532,1 P 0 0,65 1,6

1367831_at 291,1 P 0 519,5 P 0 0,65 1,6

1368342_at 179,8 P 0 387,6 P 0 0,65 1,6

1371894_at 666 P 0 956,5 P 0 0,65 1,6

1373282_at 401 P 0 624,6 P 0 0,65 1,6

1374006_at 228,6 A 0,07 264,6 P 0,03 0,65 1,6

1374440_at 381 P 0 572,6 P 0 0,65 1,6

1383240_at 619,2 P 0 880,8 P 0 0,65 1,6

1387178_a_at 515,4 P 0,01 718,5 P 0 0,65 1,6

1387376_at 131,2 P 0 203,1 P 0 0,65 1,6



1367614_at 150,7 P 0,04 255,6 P 0 0,64 1,6

1368200_at 458,9 P 0,02 693,9 P 0,02 0,64 1,6

1368202_a_at 261,9 P 0,01 333,7 P 0 0,64 1,6

1373043_at 463,6 P 0 736,4 P 0 0,64 1,6

1379942_at 987,3 P 0 1513,7 P 0 0,64 1,6

1383546_at 465,9 A 0,15 782,6 P 0,01 0,64 1,6

1385072_at 99,9 P 0 163,8 P 0 0,64 1,6

1388887_at 119,6 A 0,07 296,8 P 0 0,64 1,6

1391428_at 104,5 P 0,01 130,4 P 0 0,64 1,6

1369031_at 151,1 P 0,01 234,9 P 0 0,63 1,5

1369285_at 146,7 P 0 229,5 P 0 0,63 1,5

1369705_at 651,1 P 0 953,5 P 0 0,63 1,5

1370220_at 567,7 P 0 985,8 P 0 0,63 1,5

1370234_at 429,1 P 0 670,5 P 0 0,63 1,5

1371244_at 862,1 P 0 1382,5 P 0 0,63 1,5

1371951_at 64,3 A 0,19 93 P 0,03 0,63 1,5

1372056_at 94,7 P 0 127,3 P 0 0,63 1,5

1372643_at 405,2 P 0 725,7 P 0 0,63 1,5

1376591_a_at 289,5 P 0 354,5 P 0 0,63 1,5

1377992_at 586,9 A 0,07 831,3 P 0,02 0,63 1,5

1378131_at 313,6 P 0,05 449,7 P 0 0,63 1,5

1378472_at 532,9 P 0 844,9 P 0 0,63 1,5

1382081_at 569,4 A 0,11 492,6 P 0,01 0,63 1,5

1383301_at 442,3 A 0,15 578,5 P 0,03 0,63 1,5

1387389_at 110,9 M 0,06 160,1 P 0,02 0,63 1,5

1387669_a_at 130 P 0,02 290,2 P 0 0,63 1,5

1389422_at 236,2 P 0 461,8 P 0 0,63 1,5

1397924_at 228,8 P 0,01 583,6 P 0 0,63 1,5

1372459_at 325,4 P 0 440,7 P 0 0,62 1,5

1373757_at 782,2 P 0 1409,6 P 0 0,62 1,5

1378745_at 378,7 A 0,15 665,2 P 0,04 0,62 1,5

1388945_at 89,6 P 0 149,8 P 0 0,62 1,5

1368564_at 275,9 P 0 511,1 P 0 0,61 1,5

1370351_at 404 P 0 573,3 P 0 0,61 1,5

1371037_at 112,2 A 0,17 265 P 0 0,61 1,5

1375436_at 282,1 A 0,08 507,8 P 0,05 0,61 1,5

1378180_at 313,5 A 0,19 512,8 P 0,01 0,61 1,5

1379038_at 138,4 A 0,3 321,6 P 0,05 0,61 1,5

1382161_at 128,5 P 0 296,6 P 0 0,61 1,5

1385848_s_at 340,2 A 0,27 574,2 P 0,02 0,61 1,5

1387260_at 118,4 A 0,08 151,9 P 0,01 0,61 1,5

1388721_at 78,8 A 0,19 180,6 P 0 0,61 1,5

1388759_at 1040,5 P 0 1396,1 P 0 0,61 1,5

1388900_at 749,2 P 0 1200,9 P 0 0,61 1,5

1389675_at 61,6 A 0,08 139 P 0,02 0,61 1,5

1392922_at 608,5 P 0 1043,5 P 0 0,61 1,5



1398255_at 200,3 P 0,01 328 P 0,01 0,61 1,5

1367661_at 108,3 M 0,06 175,9 P 0 0,6 1,5

1367724_a_at 950 P 0 1540 P 0 0,6 1,5

1369633_at 298,2 P 0 424,8 P 0 0,6 1,5

1369941_at 299,3 P 0 434,2 P 0 0,6 1,5

1370174_at 271,7 P 0 419 P 0 0,6 1,5

1370850_at 176,1 P 0,01 263,9 P 0 0,6 1,5

1372162_at 232,1 P 0 501,9 P 0 0,6 1,5

1372518_at 115,7 P 0,01 231,1 P 0,01 0,6 1,5

1373114_at 286,9 P 0,03 434,5 P 0,01 0,6 1,5

1378321_at 622,4 P 0 992,5 P 0 0,6 1,5

1380373_at 392,3 P 0,05 475 P 0 0,6 1,5

1380425_at 159,4 M 0,06 244,7 P 0,01 0,6 1,5

1387420_at 333,2 P 0 484,9 P 0 0,6 1,5

1388116_at 290,7 P 0,01 455 P 0 0,6 1,5

1389002_at 284,5 P 0,02 341,1 P 0,01 0,6 1,5

1390200_at 186,8 P 0 210 P 0 0,6 1,5

1368326_at 303,8 P 0 411,1 P 0 0,59 1,5

1370810_at 145,3 P 0 216,1 P 0 0,59 1,5

1372727_at 87,6 P 0,01 123,1 P 0 0,59 1,5

1372935_at 141,4 P 0,02 155,8 P 0 0,59 1,5

1375138_at 216,6 P 0 394,3 P 0 0,59 1,5

1378365_at 420,2 P 0 957,9 P 0 0,59 1,5

1383852_at 213,4 A 0,15 290,1 P 0,05 0,59 1,5

1387072_at 185,9 A 0,07 256,7 P 0,02 0,59 1,5

1388763_at 301,1 P 0,01 439,8 P 0 0,59 1,5

1390989_at 656,5 P 0 1255,4 P 0 0,59 1,5

1392935_at 452,8 P 0 605,5 P 0 0,59 1,5

1394743_at 164,6 A 0,13 307 P 0 0,59 1,5

1398319_at 159,4 P 0 263,7 P 0 0,59 1,5

1367576_at 926,8 P 0 1671,6 P 0 0,58 1,5

1367659_s_at 196,6 P 0 364,1 P 0 0,58 1,5

1367709_at 1932,6 P 0 3100,3 P 0 0,58 1,5

1367794_at 488,5 P 0 671,3 P 0 0,58 1,5

1369527_at 162,8 P 0,02 269,5 P 0 0,58 1,5

1370342_at 59,4 P 0 83,8 P 0 0,58 1,5

1371325_at 651,2 P 0,01 1013,4 P 0 0,58 1,5

1371541_at 334,8 P 0 373,5 P 0 0,58 1,5

1372777_at 212,4 P 0 345,9 P 0 0,58 1,5

1373418_at 682,8 P 0 1050,2 P 0 0,58 1,5

1373913_at 157,4 P 0 238,1 P 0 0,58 1,5

1374578_at 257,2 P 0 330,8 P 0 0,58 1,5

1376102_at 265,7 P 0 405,9 P 0 0,58 1,5

1377795_at 680,7 P 0 1033,4 P 0 0,58 1,5

1379380_at 125,8 A 0,11 169,4 P 0,02 0,58 1,5

1380416_at 482,8 P 0 566,7 P 0 0,58 1,5



1384179_at 48,6 P 0,03 90,4 P 0 0,58 1,5

1384393_at 155,2 P 0 376,8 P 0 0,58 1,5

1385752_at 303,9 P 0 608,5 P 0 0,58 1,5

1386888_at 249,2 A 0,22 447,3 P 0,01 0,58 1,5

1388122_at 951 P 0 1275,1 P 0 0,58 1,5

1388619_at 363,4 P 0 605 P 0 0,58 1,5

1393162_at 412,6 A 0,07 595 P 0,01 0,58 1,5

1367945_at 452,5 P 0 705,4 P 0 0,57 1,5

1371615_at 302,6 P 0,01 503,9 P 0,01 0,57 1,5

1371691_at 267,2 P 0 350,9 P 0 0,57 1,5

1371724_at 532,9 P 0 774,9 P 0 0,57 1,5

1372003_at 237,4 P 0,04 312,1 P 0,01 0,57 1,5

1373062_at 134,7 P 0,03 218,6 P 0,02 0,57 1,5

1374799_at 44,6 P 0,01 81,9 P 0 0,57 1,5

1381162_at 255,8 P 0 417 P 0 0,57 1,5

1381525_at 836,5 P 0,02 1323,7 P 0 0,57 1,5

1382283_at 413,4 P 0,01 603,5 P 0 0,57 1,5

1384352_at 228,9 P 0,05 331 P 0 0,57 1,5

1387028_a_at 282,6 P 0 532,8 P 0 0,57 1,5

1390832_at 753,6 P 0 1222,5 P 0 0,57 1,5

1393317_at 1182,5 P 0 1627,5 P 0 0,57 1,5

1398479_at 433,5 P 0 471 P 0 0,57 1,5

1368846_at 144,7 P 0,01 254 P 0 0,56 1,5

1371946_at 426,3 P 0 634 P 0 0,56 1,5

1372926_at 53,3 P 0 82 P 0 0,56 1,5

1372953_at 757,6 P 0 903,9 P 0 0,56 1,5

1373066_at 271,7 P 0 365,4 P 0 0,56 1,5

1373678_at 579 P 0 855,7 P 0 0,56 1,5

1373959_at 220 P 0,03 295 P 0,01 0,56 1,5

1374557_at 254,9 P 0,01 275,7 P 0 0,56 1,5

1374686_at 29,5 P 0,02 52,4 P 0,01 0,56 1,5

1377848_at 220,6 A 0,27 165,5 P 0,02 0,56 1,5

1379803_at 352,1 P 0,04 465 P 0 0,56 1,5

1382381_at 276 P 0 846,7 P 0 0,56 1,5

1386637_at 171,7 P 0,03 348 P 0 0,56 1,5

1387925_at 365,8 P 0 531,2 P 0 0,56 1,5

1387958_at 39,2 A 0,3 70 P 0,03 0,56 1,5

1389263_at 81,8 A 0,15 129,3 P 0 0,56 1,5

1389617_at 111,8 P 0 165,9 P 0 0,56 1,5

1389903_at 650,9 P 0 911,3 P 0 0,56 1,5

1390171_at 162 P 0 240,6 P 0 0,56 1,5

1391593_at 226,3 A 0,19 459,6 P 0,01 0,56 1,5

1367735_at 240,2 P 0 352 P 0 0,55 1,5

1367737_at 657,9 P 0 887,9 P 0 0,55 1,5

1368080_at 358,7 P 0 438 P 0 0,55 1,5

1368973_at 438,5 P 0,04 590,2 P 0,01 0,55 1,5



1370281_at 831,6 P 0 1237,7 P 0 0,55 1,5

1371735_at 805,5 P 0 1137,3 P 0 0,55 1,5

1371821_at 546,9 P 0 797,1 P 0 0,55 1,5

1371922_at 158,2 P 0,01 258,3 P 0 0,55 1,5

1372871_at 194,4 P 0,01 205,9 P 0 0,55 1,5

1377603_at 756,5 P 0,02 644 P 0 0,55 1,5

1379663_at 664,9 P 0,03 870,8 P 0,01 0,55 1,5

1380318_at 988 M 0,06 1528,5 P 0,02 0,55 1,5

1381822_x_at 692,6 P 0 826,6 P 0 0,55 1,5

1385625_at 676,9 P 0,03 888,5 P 0 0,55 1,5

1387957_a_at 257,2 P 0,01 396,4 P 0,01 0,55 1,5

1388773_at 58,8 A 0,13 110,7 P 0,02 0,55 1,5

1389885_at 584,7 P 0 1005,7 P 0 0,55 1,5

1394324_at 668,5 P 0 995,4 P 0 0,55 1,5

1368030_at 228,3 P 0 326,3 P 0 0,54 1,5

1368125_at 117 P 0,03 146,1 P 0 0,54 1,5

1368732_at 173,1 P 0,03 262,5 P 0,02 0,54 1,5

1370244_at 644,8 P 0 1055,3 P 0 0,54 1,5

1371483_at 428,8 P 0 573,9 P 0 0,54 1,5

1373178_at 430,6 P 0 653,5 P 0 0,54 1,5

1374200_at 208,9 P 0,01 340,3 P 0 0,54 1,5

1374505_at 243,9 P 0 436,8 P 0 0,54 1,5

1374601_at 374,1 P 0,01 661,6 P 0 0,54 1,5

1377198_at 222,6 A 0,1 308,2 P 0,04 0,54 1,5

1378930_a_at 335,7 P 0 432,4 P 0 0,54 1,5

1381968_at 439,1 P 0,01 595,3 P 0 0,54 1,5

1383705_at 491,1 P 0,01 635,3 P 0 0,54 1,5

1383748_at 437,1 A 0,08 640,8 P 0,02 0,54 1,5

1390325_at 319,2 P 0 503 P 0 0,54 1,5

1391649_a_at 141,4 A 0,07 223,6 P 0,05 0,54 1,5

1392813_at 1107,6 P 0 2443,4 P 0 0,54 1,5

1393696_at 438,9 P 0,01 597,9 P 0 0,54 1,5

1395122_s_at 244,2 A 0,07 302,8 P 0,01 0,54 1,5

1396171_at 203,5 P 0 318,2 P 0 0,54 1,5

1367811_at 889,8 P 0 1409 P 0 0,53 1,4

1368044_at 635,6 P 0 816,2 P 0 0,53 1,4

1368096_at 554,8 P 0 873,5 P 0 0,53 1,4

1368420_at 50,5 P 0,05 100,8 P 0 0,53 1,4

1370014_at 608,5 P 0 834,2 P 0 0,53 1,4

1370167_at 352,2 P 0 537,1 P 0 0,53 1,4

1371517_at 171,3 A 0,08 190,2 P 0,01 0,53 1,4

1371646_at 425,9 P 0 543,4 P 0 0,53 1,4

1372042_at 108,2 P 0,03 164,9 P 0 0,53 1,4

1373661_a_at 92,6 M 0,06 128,8 P 0,01 0,53 1,4

1375933_at 61,5 A 0,1 152,6 P 0 0,53 1,4

1382903_at 604,3 P 0 659,6 P 0 0,53 1,4



1384147_at 139,9 A 0,11 159,3 P 0,01 0,53 1,4

1384468_at 514,5 P 0,01 843,1 P 0 0,53 1,4

1388557_at 77,7 P 0,03 83,4 P 0 0,53 1,4

1367604_at 395,9 P 0,01 538 P 0 0,52 1,4

1367635_at 942 P 0 1765,9 P 0 0,52 1,4

1367764_at 352,4 P 0 570,8 P 0 0,52 1,4

1368918_at 77,2 A 0,22 128,8 P 0,05 0,52 1,4

1369868_at 181 P 0 311,3 P 0 0,52 1,4

1370940_at 174,4 P 0 353,3 P 0 0,52 1,4

1372686_at 502,7 P 0,01 681,3 P 0 0,52 1,4

1373152_at 95,7 P 0,01 171 P 0 0,52 1,4

1376022_at 981,5 P 0 1259,3 P 0 0,52 1,4

1377759_at 165,7 P 0,02 255 P 0 0,52 1,4

1383085_at 464,6 P 0 822,7 P 0 0,52 1,4

1383896_at 281,3 P 0,01 401,1 P 0 0,52 1,4

1384183_at 742,9 P 0 1133,9 P 0 0,52 1,4

1384882_at 508,3 P 0 546,8 P 0 0,52 1,4

1388578_at 329 P 0,01 463,6 P 0 0,52 1,4

1396167_at 309,1 A 0,07 405,9 P 0,04 0,52 1,4

1368981_at 1294,9 P 0 2008,5 P 0 0,51 1,4

1370057_at 961 P 0 1656,9 P 0 0,51 1,4

1370923_at 76,8 A 0,07 125,6 P 0 0,51 1,4

1372308_at 117,8 A 0,22 151,9 P 0,04 0,51 1,4

1372646_at 147,9 P 0,05 210,7 P 0,01 0,51 1,4

1373072_at 604,2 P 0 892,7 P 0 0,51 1,4

1373466_at 126,7 P 0 206,1 P 0 0,51 1,4

1373592_at 200,6 P 0,02 298,4 P 0,01 0,51 1,4

1374537_at 296,2 P 0 426,9 P 0 0,51 1,4

1375892_at 359,9 P 0 365,9 P 0 0,51 1,4

1376804_at 270 P 0 354,5 P 0 0,51 1,4

1378110_at 814,5 P 0,03 1153 P 0,01 0,51 1,4

1382086_at 730,7 P 0 835,7 P 0 0,51 1,4

1383236_at 435,7 P 0 425,5 P 0 0,51 1,4

1388335_at 337,3 P 0,01 486,4 P 0,01 0,51 1,4

1388596_at 473,5 P 0 698,8 P 0 0,51 1,4

1391808_at 48,5 P 0,03 79,6 P 0 0,51 1,4

1395665_at 398,1 P 0 526 P 0 0,51 1,4

1367986_at 106,5 P 0,01 131,9 P 0,01 0,5 1,4

1369056_at 77,4 M 0,06 121,1 P 0 0,5 1,4

1369504_at 152,1 P 0,01 206,8 P 0 0,5 1,4

1370163_at 512,4 P 0 708,2 P 0 0,5 1,4

1371727_at 355,1 P 0 477,4 P 0 0,5 1,4

1373937_at 166,7 P 0 209,6 P 0 0,5 1,4

1375964_at 139 P 0,01 183 P 0,01 0,5 1,4

1382843_at 444,9 P 0 643,3 P 0 0,5 1,4

1383401_at 497,9 P 0,03 619,3 P 0,02 0,5 1,4



1383712_at 2116,9 P 0 2685,3 P 0 0,5 1,4

1390786_at 1456,3 P 0 2479,1 P 0 0,5 1,4

1393210_at 595,6 P 0 916,1 P 0 0,5 1,4

1367795_at 319,7 P 0 520,4 P 0 0,49 1,4

1368215_at 495,7 P 0,01 633,1 P 0 0,49 1,4

1370141_at 280,2 P 0,03 337,2 P 0,01 0,49 1,4

1370941_at 209,4 P 0 221,4 P 0 0,49 1,4

1371518_at 241 P 0 513,2 P 0 0,49 1,4

1373679_at 272,4 P 0,02 397,9 P 0,02 0,49 1,4

1375640_at 177,3 P 0 217,7 P 0 0,49 1,4

1375658_at 549,2 P 0 807,9 P 0 0,49 1,4

1375932_at 174,2 A 0,17 309 P 0,05 0,49 1,4

1376006_at 277,8 P 0 461,5 P 0 0,49 1,4

1379316_at 449,1 A 0,11 757,4 P 0 0,49 1,4

1379561_at 1547,2 P 0 2410,3 P 0 0,49 1,4

1379785_at 501,3 P 0,01 562,8 P 0 0,49 1,4

1383059_a_at 267,6 P 0 344,3 P 0 0,49 1,4

1383494_at 505,9 P 0,01 649,9 P 0 0,49 1,4

1385458_a_at 162,1 P 0 248,7 P 0 0,49 1,4

1388999_at 318,6 P 0 348,8 P 0 0,49 1,4

1389042_at 169,3 P 0,01 250,3 P 0 0,49 1,4

1389227_at 634,5 P 0 961,2 P 0 0,49 1,4

1391456_at 318,6 P 0,02 734,3 P 0 0,49 1,4

1392590_at 152,6 P 0,02 313,4 P 0 0,49 1,4

1395687_at 307,4 P 0,01 346,2 P 0 0,49 1,4

1368331_at 126,2 P 0 230,1 P 0 0,48 1,4

1368990_at 114,9 P 0,02 154,3 P 0,01 0,48 1,4

1370845_at 183,7 P 0,01 326,1 P 0 0,48 1,4

1371295_at 1848,3 P 0 2575 P 0 0,48 1,4

1371382_at 227,3 P 0,01 359 P 0 0,48 1,4

1372297_at 451,1 P 0 597,6 P 0 0,48 1,4

1372885_at 407,6 P 0 663,2 P 0 0,48 1,4

1373222_at 428,7 P 0 647,4 P 0 0,48 1,4

1374013_at 358,7 M 0,06 471,6 P 0,02 0,48 1,4

1374588_at 67,4 P 0,02 139,8 P 0 0,48 1,4

1374719_at 333,9 P 0,02 483,1 P 0 0,48 1,4

1376100_at 48,3 A 0,3 34,3 P 0,01 0,48 1,4

1381030_at 273,6 P 0,01 564,6 P 0 0,48 1,4

1382303_at 502,5 P 0 589,9 P 0 0,48 1,4

1383986_at 2320,2 P 0 3053,7 P 0 0,48 1,4

1387885_at 471,6 P 0 626,8 P 0 0,48 1,4

1390532_at 265,4 P 0 500,6 P 0 0,48 1,4

1392719_at 354,2 P 0,01 445,8 P 0 0,48 1,4

1393240_at 469 A 0,07 871 P 0 0,48 1,4

1393702_at 647,2 P 0 1033,7 P 0 0,48 1,4

1393822_at 362,8 A 0,15 484,1 P 0 0,48 1,4



1396820_at 940,3 P 0 1302,6 P 0 0,48 1,4

1367651_at 2433,9 P 0 2613,1 P 0 0,47 1,4

1368437_at 1069,9 P 0 1777,7 P 0 0,47 1,4

1368865_at 74 P 0 115,6 P 0 0,47 1,4

1369909_s_at 286,8 P 0,03 385,2 P 0,01 0,47 1,4

1372440_at 811 P 0 984,2 P 0 0,47 1,4

1374293_at 444,5 P 0,04 465,3 P 0,02 0,47 1,4

1376765_at 384,4 P 0 559,5 P 0 0,47 1,4

1377893_at 984,4 P 0,01 1258,5 P 0,01 0,47 1,4

1379629_at 636,4 A 0,11 553,3 P 0,04 0,47 1,4

1385143_at 491,9 P 0,01 558,2 P 0 0,47 1,4

1386878_at 592,7 P 0 782,5 P 0 0,47 1,4

1387806_at 719,5 P 0 992,3 P 0 0,47 1,4

1390585_at 122,3 P 0,02 155,6 P 0,01 0,47 1,4

1397652_at 506,7 P 0,01 936,4 P 0 0,47 1,4

1367631_at 93,5 P 0,01 147 P 0 0,46 1,4

1368536_at 2365,6 P 0 3290,1 P 0 0,46 1,4

1370968_at 379 P 0 560,1 P 0 0,46 1,4

1371905_at 572,1 P 0 753,2 P 0 0,46 1,4

1372002_at 2585,4 P 0 3731 P 0 0,46 1,4

1373651_at 138,6 P 0,04 173,9 P 0 0,46 1,4

1374550_at 283,1 P 0 433,6 P 0 0,46 1,4

1387227_at 289,1 P 0,02 495,1 P 0,01 0,46 1,4

1387889_at 294,7 P 0 427 P 0 0,46 1,4

1388445_at 379,1 P 0 595,2 P 0 0,46 1,4

1389365_at 483,3 P 0 702,2 P 0 0,46 1,4

1389374_at 171 P 0 247,3 P 0 0,46 1,4

1392289_at 877,3 P 0 1268,7 P 0 0,46 1,4

1393887_at 1177,5 P 0 1796,3 P 0 0,46 1,4

1367639_a_at 3046,6 P 0 4088,7 P 0 0,45 1,4

1368047_at 204,2 P 0,05 281,3 P 0,01 0,45 1,4

1368144_at 207,9 P 0 238,6 P 0 0,45 1,4

1370832_at 127,8 P 0,03 140,6 P 0 0,45 1,4

1370844_at 567 P 0 776,4 P 0 0,45 1,4

1372500_at 107,4 P 0,01 104,3 P 0 0,45 1,4

1372624_at 253,3 P 0 356,3 P 0 0,45 1,4

1374540_at 79,1 M 0,06 140,4 P 0,02 0,45 1,4

1377042_at 316,4 P 0 442,3 P 0 0,45 1,4

1388413_at 188,7 P 0,01 269,2 P 0 0,45 1,4

1388628_at 154,9 A 0,13 222 P 0,01 0,45 1,4

1388857_at 502,7 P 0 770,3 P 0 0,45 1,4

1390215_at 80 P 0,04 98,3 P 0 0,45 1,4

1392044_at 805,4 P 0 1046,9 P 0 0,45 1,4

1393143_at 874,3 P 0 1142,8 P 0 0,45 1,4

1398840_at 160,4 P 0,02 232,5 P 0,01 0,45 1,4

1368577_at 385,1 P 0 531,9 P 0 0,44 1,4



1371659_at 285,6 P 0,01 570,3 P 0 0,44 1,4

1374144_at 224,9 P 0 312 P 0 0,44 1,4

1375566_at 149,9 A 0,13 234,4 P 0,02 0,44 1,4

1375572_at 84,2 P 0,05 99,5 P 0,01 0,44 1,4

1377669_at 371,5 A 0,07 593,3 P 0,01 0,44 1,4

1380692_at 99,4 P 0,04 149,6 P 0 0,44 1,4

1382189_at 1976 P 0 2455,2 P 0 0,44 1,4

1383041_x_at 498,8 P 0,01 769,9 P 0,01 0,44 1,4

1383616_at 573,9 P 0,02 538,4 P 0 0,44 1,4

1386968_at 347,1 P 0 454,6 P 0 0,44 1,4

1389107_at 208,3 P 0 309,2 P 0 0,44 1,4

1389413_at 563,7 P 0 838,7 P 0 0,44 1,4

1391637_at 145,5 A 0,37 207,8 P 0 0,44 1,4

1393075_at 621,6 P 0 917,6 P 0 0,44 1,4

1393561_at 265,9 P 0 370,7 P 0 0,44 1,4

1398303_s_at 175,9 P 0,01 305,3 P 0,01 0,44 1,4

1399159_a_at 772,6 P 0 1043,9 P 0 0,44 1,4

1367931_a_at 524,3 P 0 606,3 P 0 0,43 1,3

1369640_at 543,6 P 0 713,1 P 0 0,43 1,3

1370348_at 230 P 0 374,9 P 0 0,43 1,3

1370442_at 93,5 P 0 163,7 P 0 0,43 1,3

1372106_at 202,9 P 0,02 302,7 P 0,03 0,43 1,3

1372473_at 997,7 P 0 1313,8 P 0 0,43 1,3

1372758_at 284,4 P 0,01 396,1 P 0,01 0,43 1,3

1374118_at 534,5 P 0 809,5 P 0 0,43 1,3

1383040_a_at 1165,6 P 0 1710 P 0 0,43 1,3

1389274_at 436,8 P 0,01 682,5 P 0,01 0,43 1,3

1389310_at 180,3 P 0 275,2 P 0 0,43 1,3

1389705_at 213 P 0 283,7 P 0 0,43 1,3

1392948_at 1088,8 P 0 1273,7 P 0 0,43 1,3

1393449_at 706,2 P 0,01 961 P 0 0,43 1,3

1394565_at 1375,1 P 0 1861,7 P 0 0,43 1,3

1397634_at 1111,7 P 0 1127,6 P 0 0,43 1,3

1367605_at 1345,1 P 0 1688,5 P 0 0,42 1,3

1367722_at 1025,3 P 0 1499,5 P 0 0,42 1,3

1368975_at 136,9 P 0,01 164,3 P 0 0,42 1,3

1369944_at 1120,9 P 0 1127,5 P 0 0,42 1,3

1370290_at 863,5 P 0 986 P 0 0,42 1,3

1370816_at 429,3 P 0 627,6 P 0 0,42 1,3

1373397_at 657,2 P 0 821,6 P 0 0,42 1,3

1376249_at 209,8 P 0 250,7 P 0 0,42 1,3

1378181_at 460 P 0,01 534,6 P 0 0,42 1,3

1378287_at 1122,4 P 0 1619,1 P 0 0,42 1,3

1379260_at 1635,2 P 0 2197 P 0 0,42 1,3

1383549_at 333,7 P 0,05 446,5 P 0,01 0,42 1,3

1384515_at 384,2 P 0,01 537,9 P 0 0,42 1,3



1387883_a_at 5870,9 P 0 8019 P 0 0,42 1,3

1390531_at 170,8 P 0,05 303,7 P 0 0,42 1,3

1392464_at 445,7 A 0,08 767,5 P 0,01 0,42 1,3

1394616_at 783,6 P 0 924,2 P 0 0,42 1,3

1397313_at 764,8 P 0 990,3 P 0 0,42 1,3

1397851_at 1532 P 0 2051,2 P 0 0,42 1,3

1398387_at 177,1 P 0,01 238,6 P 0 0,42 1,3

1398882_at 2524 P 0 3219 P 0 0,42 1,3

1367999_at 472 P 0 684,8 P 0 0,41 1,3

1370814_at 220 P 0 259,9 P 0 0,41 1,3

1371322_at 284,7 P 0 383,6 P 0 0,41 1,3

1372409_at 189,8 P 0 224,4 P 0 0,41 1,3

1373143_at 208,1 P 0 260,5 P 0 0,41 1,3

1374629_at 213,4 P 0 245,6 P 0 0,41 1,3

1375170_at 191,6 P 0 295,5 P 0 0,41 1,3

1377121_at 196,5 P 0 293,1 P 0 0,41 1,3

1383697_at 450,6 P 0 895,4 P 0 0,41 1,3

1383849_at 900,3 P 0 1208,7 P 0 0,41 1,3

1383863_at 956 P 0 1504,8 P 0 0,41 1,3

1386252_at 350,9 P 0,03 520 P 0 0,41 1,3

1388356_at 1209,8 P 0 1453 P 0 0,41 1,3

1388415_at 207,7 P 0 269,3 P 0 0,41 1,3

1388455_at 682,4 P 0 984,6 P 0 0,41 1,3

1388587_at 173,3 P 0 288,2 P 0 0,41 1,3

1390437_at 111,9 P 0,01 158,1 P 0 0,41 1,3

1369625_at 109,7 A 0,15 145,1 P 0,01 0,4 1,3

1370202_at 857,1 P 0 1052,6 P 0 0,4 1,3

1371481_at 1231,8 P 0 1559,8 P 0 0,4 1,3

1371847_at 164,9 P 0,01 293,6 P 0 0,4 1,3

1371968_at 687,4 P 0 1054,3 P 0 0,4 1,3

1372463_at 275,6 P 0 361 P 0 0,4 1,3

1372814_at 222,8 P 0,02 321,4 P 0,02 0,4 1,3

1373709_at 309,3 P 0 392,2 P 0 0,4 1,3

1375358_at 203,6 P 0 283,9 P 0 0,4 1,3

1376641_at 241,8 P 0 329,1 P 0 0,4 1,3

1376770_at 506,2 P 0 678,4 P 0 0,4 1,3

1377345_at 163,4 P 0,01 209,6 P 0,01 0,4 1,3

1382873_at 424,4 A 0,07 507,6 P 0,01 0,4 1,3

1384011_a_at 440,4 P 0 685,6 P 0 0,4 1,3

1385978_at 977,6 P 0 1261,1 P 0 0,4 1,3

1387153_at 367,6 P 0,03 420,2 P 0,01 0,4 1,3

1387916_at 164,6 A 0,25 186,1 P 0,05 0,4 1,3

1388711_at 136 P 0 206,2 P 0 0,4 1,3

1389110_at 716,2 P 0 965,9 P 0 0,4 1,3

1390121_at 362,7 M 0,06 491,6 P 0,02 0,4 1,3

1390893_at 175,6 P 0 219,7 P 0 0,4 1,3



1392872_at 68,8 A 0,08 119 P 0,02 0,4 1,3

1392972_at 671,2 P 0 852,7 P 0 0,4 1,3

1393983_at 929,5 P 0 1170,8 P 0 0,4 1,3

1399062_at 261,1 P 0 392 P 0 0,4 1,3

1399127_at 186,2 P 0 250,6 P 0 0,4 1,3

1367802_at 655,1 P 0 996 P 0 0,39 1,3

1370000_at 88,2 P 0,01 167,5 P 0 0,39 1,3

1371366_at 1160,1 P 0 1741,8 P 0 0,39 1,3

1371781_at 516 P 0 642,7 P 0 0,39 1,3

1374332_at 102,7 P 0 137,5 P 0 0,39 1,3

1378032_at 257,6 A 0,08 258,2 P 0,01 0,39 1,3

1379687_at 2265,1 P 0 3207 P 0 0,39 1,3

1381574_at 290 M 0,06 423,2 P 0,01 0,39 1,3

1383435_at 670,9 A 0,11 933,4 P 0,03 0,39 1,3

1383489_at 763,8 A 0,07 997,8 P 0,02 0,39 1,3

1387035_a_at 373 P 0 476,2 P 0 0,39 1,3

1388485_at 971,8 P 0 1313,3 P 0 0,39 1,3

1389177_at 167,9 M 0,06 217,4 P 0,02 0,39 1,3

1389600_at 771,8 P 0 916,6 P 0 0,39 1,3

1368143_at 219,8 P 0 344,3 P 0 0,38 1,3

1371529_at 99,2 A 0,1 143,4 P 0,01 0,38 1,3

1372510_at 296 P 0,02 395,2 P 0,01 0,38 1,3

1372520_at 289,6 P 0 462,8 P 0 0,38 1,3

1372743_at 848,2 P 0 1204,5 P 0 0,38 1,3

1373158_at 266,9 P 0 354,6 P 0 0,38 1,3

1373666_at 166,4 P 0 286,1 P 0 0,38 1,3

1373667_at 260,7 P 0 472,3 P 0 0,38 1,3

1373901_at 531 P 0,01 694,5 P 0,01 0,38 1,3

1376869_at 576,8 P 0 772,9 P 0 0,38 1,3

1377116_at 128,8 P 0 177,7 P 0 0,38 1,3

1377721_at 271,3 A 0,17 319,1 P 0,01 0,38 1,3

1379356_at 1159,5 P 0 1487,4 P 0 0,38 1,3

1382019_at 1323,9 P 0 1551,9 P 0 0,38 1,3

1382052_at 511,5 P 0 834,3 P 0 0,38 1,3

1382110_at 861,4 P 0 1271,6 P 0 0,38 1,3

1383080_at 602,3 P 0 774,5 P 0 0,38 1,3

1383169_at 434 P 0 760 P 0 0,38 1,3

1383368_at 1052 P 0 1199,1 P 0 0,38 1,3

1385101_a_at 112,3 P 0,01 167 P 0 0,38 1,3

1385644_at 499,4 P 0,03 638,3 P 0 0,38 1,3

1386862_at 416 P 0 597,9 P 0 0,38 1,3

1387395_at 210,4 P 0 276,2 P 0 0,38 1,3

1387778_at 862,1 P 0 1119,8 P 0 0,38 1,3

1390730_at 210,1 A 0,1 191,5 P 0,03 0,38 1,3

1392471_at 1717,3 P 0 2407,3 P 0 0,38 1,3

1392536_at 389,3 P 0 597,4 P 0 0,38 1,3



1395661_at 607,5 A 0,08 752,4 P 0,01 0,38 1,3

1398553_at 146,7 P 0,04 214,5 P 0,01 0,38 1,3

1367717_at 3645 P 0 4398,4 P 0 0,37 1,3

1371798_at 1667,9 P 0 2026,7 P 0 0,37 1,3

1373211_at 583,2 P 0 793,1 P 0 0,37 1,3

1373894_at 933,5 P 0 1102,2 P 0 0,37 1,3

1376425_at 179,6 P 0 241,4 P 0 0,37 1,3

1377421_at 117,2 P 0 190,7 P 0 0,37 1,3

1377634_at 605,3 P 0 737,4 P 0 0,37 1,3

1379832_at 1084,7 P 0 938,2 P 0 0,37 1,3

1382272_at 202,7 A 0,17 256,7 P 0 0,37 1,3

1387060_at 101,9 M 0,06 131,6 P 0 0,37 1,3

1387363_at 178,2 A 0,1 188,2 P 0,05 0,37 1,3

1387867_at 368,8 P 0 490,8 P 0 0,37 1,3

1389305_at 118,1 P 0,05 162,1 P 0 0,37 1,3

1389355_at 403,5 P 0 672,7 P 0 0,37 1,3

1393064_at 311,1 P 0,01 437,3 P 0 0,37 1,3

1393705_at 566,3 P 0 672,1 P 0 0,37 1,3

1398769_at 566,2 P 0,01 654,4 P 0 0,37 1,3

1398796_at 741,5 P 0 916,5 P 0 0,37 1,3

1367560_at 2610,1 P 0 3496,9 P 0 0,36 1,3

1367803_at 231 A 0,08 267,1 P 0,03 0,36 1,3

1368808_at 639,9 P 0 941,4 P 0 0,36 1,3

1371433_at 564,9 P 0 753,6 P 0 0,36 1,3

1371699_at 493,6 P 0 606,8 P 0 0,36 1,3

1371818_at 599,9 P 0 862,4 P 0 0,36 1,3

1371926_at 566 P 0 773,5 P 0 0,36 1,3

1372362_at 144,4 P 0,02 136,7 P 0,01 0,36 1,3

1372606_at 372,4 P 0 488,9 P 0 0,36 1,3

1372901_at 214,9 P 0,01 255,2 P 0 0,36 1,3

1372914_at 370,9 P 0,04 567,1 P 0,01 0,36 1,3

1373672_at 245,9 P 0,01 294,1 P 0 0,36 1,3

1373732_at 180 P 0 244,4 P 0 0,36 1,3

1380261_at 465,3 P 0,01 667,1 P 0 0,36 1,3

1380329_at 1158,4 P 0 1463,5 P 0 0,36 1,3

1383218_at 1233,5 P 0 1896,7 P 0 0,36 1,3

1383662_at 2674,3 P 0 3952 P 0 0,36 1,3

1385641_at 382,1 P 0,05 605,4 P 0,02 0,36 1,3

1390997_at 1875,5 P 0 2020,5 P 0 0,36 1,3

1394047_at 463,4 P 0,02 407,5 P 0 0,36 1,3

1398878_at 365,4 P 0,01 384,3 P 0 0,36 1,3

1367582_at 1628,5 P 0 2097,6 P 0 0,35 1,3

1367640_at 3678,2 P 0 4426,6 P 0 0,35 1,3

1367646_at 3933,9 P 0 5221,6 P 0 0,35 1,3

1367901_at 289,2 P 0,01 281,2 P 0 0,35 1,3

1368336_at 518,2 P 0,01 732,8 P 0 0,35 1,3



1368947_at 310,8 P 0 461,9 P 0 0,35 1,3

1370020_at 203,5 P 0 244,7 P 0 0,35 1,3

1370226_at 713,6 P 0 992,1 P 0 0,35 1,3

1370949_at 260,1 P 0 327,2 P 0 0,35 1,3

1371644_at 816,9 P 0 997,8 P 0 0,35 1,3

1373751_at 317,4 P 0 337,8 P 0 0,35 1,3

1378524_at 727,3 P 0 1136,4 P 0 0,35 1,3

1378878_at 1332,7 P 0,01 1380,6 P 0 0,35 1,3

1382282_at 1172,1 P 0,03 1195,3 P 0 0,35 1,3

1384112_at 361,8 P 0 367,1 P 0 0,35 1,3

1384132_at 777,4 P 0 965,9 P 0 0,35 1,3

1386229_at 393,2 P 0,04 522,9 P 0 0,35 1,3

1387372_at 158,1 P 0,01 155,6 P 0 0,35 1,3

1388389_at 1306,1 P 0 1466,6 P 0 0,35 1,3

1388558_at 442,9 P 0,01 800,3 P 0 0,35 1,3

1388565_at 516,9 P 0 661,1 P 0 0,35 1,3

1395779_at 619,2 P 0,01 740,4 P 0 0,35 1,3

1370237_at 332 P 0,02 510 P 0,01 0,34 1,3

1371476_at 976,3 P 0 1347,6 P 0 0,34 1,3

1371495_at 1115,8 P 0 1321,9 P 0 0,34 1,3

1371776_at 782,8 P 0 1012,3 P 0 0,34 1,3

1371981_at 226,2 P 0,01 358,8 P 0 0,34 1,3

1372091_at 992,1 P 0 1402,5 P 0 0,34 1,3

1372890_at 352,8 P 0,01 438,3 P 0,02 0,34 1,3

1373432_at 877,4 P 0 1143,4 P 0 0,34 1,3

1374209_at 474,3 P 0 576,4 P 0 0,34 1,3

1374721_at 368,2 P 0,01 471,2 P 0 0,34 1,3

1377662_at 181 P 0,01 267,7 P 0 0,34 1,3

1381779_s_at 908,6 P 0 1172,9 P 0 0,34 1,3

1382165_at 987 P 0 1289,6 P 0 0,34 1,3

1387886_at 182,4 A 0,13 241,8 P 0,01 0,34 1,3

1388403_at 613,6 P 0 679,8 P 0 0,34 1,3

1389014_at 255,4 M 0,06 302,9 P 0,02 0,34 1,3

1389836_a_at 627 P 0 1059,8 P 0 0,34 1,3

1397537_at 1310,8 P 0 1615,6 P 0 0,34 1,3

1397556_at 354,5 P 0,04 505,5 P 0,01 0,34 1,3

1367777_at 402,5 P 0 507,8 P 0 0,33 1,3

1367906_at 424,1 P 0 517,2 P 0 0,33 1,3

1368071_at 389,9 P 0 568,8 P 0 0,33 1,3

1368076_at 647,2 P 0 795,9 P 0 0,33 1,3

1368514_at 538 P 0 825,5 P 0 0,33 1,3

1368984_at 453,2 P 0,01 575,5 P 0 0,33 1,3

1370302_at 547,9 P 0 681,4 P 0 0,33 1,3

1370312_at 578 P 0 746,3 P 0 0,33 1,3

1370887_at 239,1 P 0,01 302,3 P 0 0,33 1,3

1371875_at 234,4 P 0 313,9 P 0 0,33 1,3



1372117_at 127 P 0 224,2 P 0 0,33 1,3

1374638_at 381,5 P 0 428,6 P 0 0,33 1,3

1374655_at 195 P 0,01 292 P 0 0,33 1,3

1377461_at 152,1 P 0,01 217,9 P 0 0,33 1,3

1380447_a_at 218,2 P 0 321,3 P 0 0,33 1,3

1383197_at 2114,1 P 0 2631,6 P 0 0,33 1,3

1384217_at 138,2 P 0 255,8 P 0 0,33 1,3

1387850_at 107,7 A 0,11 154,6 P 0,01 0,33 1,3

1388217_a_at 450,4 P 0 550,8 P 0 0,33 1,3

1388521_at 288,2 P 0 383,9 P 0 0,33 1,3

1389446_at 215,8 P 0 326,1 P 0,01 0,33 1,3

1367694_at 1080,5 P 0 1492,6 P 0 0,32 1,2

1368809_at 825,2 P 0 1042,7 P 0 0,32 1,2

1369952_at 2347,3 P 0 2701,9 P 0 0,32 1,2

1370706_a_at 133,8 P 0 147,7 P 0 0,32 1,2

1371256_at 268,5 P 0,01 323,2 P 0 0,32 1,2

1371499_at 1289,8 P 0 1679,4 P 0 0,32 1,2

1372087_at 175,1 P 0,01 258,9 P 0 0,32 1,2

1372088_at 246,7 P 0,03 316,5 P 0,01 0,32 1,2

1373225_at 654,4 P 0 885,4 P 0 0,32 1,2

1374670_at 242,5 P 0 309,9 P 0 0,32 1,2

1377209_at 293,8 P 0 341,9 P 0 0,32 1,2

1382856_at 309,4 P 0 412,8 P 0 0,32 1,2

1383998_at 1176,1 P 0 1993,8 P 0 0,32 1,2

1386653_at 109,1 A 0,17 143,9 P 0,02 0,32 1,2

1386910_a_at 657,6 P 0 789,3 P 0 0,32 1,2

1387790_at 852,9 P 0 1181,3 P 0 0,32 1,2

1388836_at 119,3 A 0,07 155,4 P 0,01 0,32 1,2

1389142_at 326,9 P 0,01 422,6 P 0 0,32 1,2

1389150_at 341 P 0 317 P 0 0,32 1,2

1389246_at 190 P 0,01 259,6 P 0 0,32 1,2

1393558_at 350 P 0 382,7 P 0 0,32 1,2

1395651_at 646,4 P 0,01 548,1 P 0 0,32 1,2

1368253_at 454,4 P 0,01 511,2 P 0 0,31 1,2

1370228_at 2455,3 P 0 3062,9 P 0 0,31 1,2

1371921_at 1418,4 P 0 1767,7 P 0 0,31 1,2

1372069_at 294,9 P 0 407,9 P 0 0,31 1,2

1372452_at 615,5 P 0 882 P 0 0,31 1,2

1373569_at 64,5 P 0,01 74,1 P 0,01 0,31 1,2

1374156_at 278,2 P 0 391,4 P 0 0,31 1,2

1376025_at 722 P 0 929,5 P 0 0,31 1,2

1377707_at 942,1 P 0 1445,2 P 0 0,31 1,2

1383611_at 480,4 P 0 671,2 P 0 0,31 1,2

1389181_at 244,3 P 0 504,8 P 0 0,31 1,2

1390022_at 1129,6 P 0 1448,9 P 0 0,31 1,2

1391555_at 572,6 P 0 639,6 P 0 0,31 1,2



1398925_at 666,2 P 0 1003 P 0 0,31 1,2

1368060_at 509,2 P 0 519,7 P 0 0,3 1,2

1369962_at 200,8 P 0,01 274,1 P 0 0,3 1,2

1370339_at 695,4 P 0 950 P 0 0,3 1,2

1371567_at 623 P 0 753,1 P 0 0,3 1,2

1372675_at 146,6 P 0,01 241,6 P 0 0,3 1,2

1373746_at 112,7 P 0,01 148,7 P 0 0,3 1,2

1375739_at 405,4 P 0,02 500,5 P 0,01 0,3 1,2

1383806_at 873,3 P 0 1031,6 P 0 0,3 1,2

1399167_a_at 677,7 P 0 975,9 P 0 0,3 1,2

1369964_at 608,6 P 0,01 732,9 P 0 0,29 1,2

1370859_at 1335,9 P 0 1670,9 P 0 0,29 1,2

1371352_at 1602,8 P 0 2172,1 P 0 0,29 1,2

1371363_at 656 P 0 806,4 P 0 0,29 1,2

1371653_at 534,5 P 0 723,3 P 0 0,29 1,2

1372913_at 609,5 P 0 753,9 P 0 0,29 1,2

1383101_at 545,3 P 0,01 674,8 P 0 0,29 1,2

1383603_at 155 A 0,13 215,2 P 0,02 0,29 1,2

1388739_at 237,3 P 0 380,8 P 0 0,29 1,2

1389867_at 1379,1 P 0 1755,2 P 0 0,29 1,2

1393431_at 2995,3 P 0 3947,9 P 0 0,29 1,2

1397300_at 274,9 P 0 316,3 P 0 0,29 1,2

1367569_at 3696 P 0 4339,4 P 0 0,28 1,2

1367690_at 1320,8 P 0 1378,3 P 0 0,28 1,2

1368688_at 1177,5 P 0 1431,1 P 0 0,28 1,2

1370253_at 2126,6 P 0 2701,9 P 0 0,28 1,2

1371377_at 3281,8 P 0 3961,4 P 0 0,28 1,2

1371573_at 1133,5 P 0 1506,2 P 0 0,28 1,2

1372030_at 472,7 P 0 496,6 P 0 0,28 1,2

1384940_at 278,4 P 0 323,1 P 0 0,28 1,2

1388488_at 599,9 P 0,03 721,7 P 0 0,28 1,2

1398758_at 1171,5 P 0 1301,7 P 0 0,28 1,2

1369950_at 579,9 P 0 733,1 P 0 0,27 1,2

1371340_at 2997,1 P 0 3778,8 P 0 0,27 1,2

1371879_at 234,4 P 0,03 258,7 P 0,01 0,27 1,2

1376366_at 474,7 P 0 574,7 P 0 0,27 1,2

1382263_at 160,8 P 0,02 137,1 P 0 0,27 1,2

1383610_at 353,5 A 0,08 418,8 P 0,01 0,27 1,2

1386885_at 834,3 P 0 991,4 P 0 0,27 1,2

1388381_at 1435,5 P 0 1749,1 P 0 0,27 1,2

1398315_at 3115,7 P 0 3519,1 P 0 0,27 1,2

1398784_at 969 P 0 1517,7 P 0 0,27 1,2

1367568_a_at 450,1 P 0 498,5 P 0 0,26 1,2

1367596_at 2198,6 P 0 2670,7 P 0 0,26 1,2

1368274_at 563,9 P 0,01 728,1 P 0 0,26 1,2

1370866_at 3013 P 0 3613,9 P 0 0,26 1,2



1371969_at 369,7 P 0 450,2 P 0 0,26 1,2

1372645_at 264,7 P 0 358,9 P 0 0,26 1,2

1373033_at 679,1 P 0 912,5 P 0 0,26 1,2

1383711_at 312,6 A 0,11 527,6 P 0 0,26 1,2

1387053_at 186,7 P 0,03 194,6 P 0,01 0,26 1,2

1388481_at 2179,9 P 0 2833,3 P 0 0,26 1,2

1390109_at 617,6 P 0 757 P 0 0,26 1,2

1390514_at 422,5 P 0,01 610,7 P 0 0,26 1,2

1390814_at 835,4 P 0 1110,2 P 0 0,26 1,2

1368817_at 357,5 P 0 453,6 P 0 0,25 1,2

1372408_at 339,6 P 0 489,6 P 0 0,25 1,2

1373415_at 500,5 P 0,01 646,4 P 0 0,25 1,2

1376974_at 327,7 P 0,01 467,8 P 0 0,25 1,2

1378348_at 243,3 P 0,05 363,9 P 0 0,25 1,2

1383625_a_at 1200,7 P 0 1840,5 P 0 0,25 1,2

1388110_at 6716,6 P 0 8283,7 P 0 0,25 1,2

1388774_at 382 P 0 530,1 P 0 0,25 1,2

1388873_at 648,9 P 0 904,9 P 0 0,25 1,2

1389294_at 449,3 P 0 560,1 P 0 0,25 1,2

1374458_at 128,7 P 0,01 217,6 P 0 0,24 1,2

1383768_at 446,1 P 0 576,1 P 0 0,24 1,2

1388134_at 844,8 P 0 1128,9 P 0 0,24 1,2

1388726_a_at 390,7 P 0 597,8 P 0 0,24 1,2

1398801_at 784,6 P 0 816,6 P 0 0,24 1,2

1367573_at 5290,4 P 0 6016,2 P 0 0,23 1,2

1367580_at 1671,4 P 0 2143,5 P 0 0,23 1,2

1376573_at 405 P 0 457,7 P 0 0,23 1,2

1377834_at 1624,4 P 0 1930,2 P 0 0,23 1,2

1382956_at 2436,2 P 0 2488,7 P 0 0,23 1,2

1388244_s_at 1525,7 P 0 1617,4 P 0 0,23 1,2

1388313_at 715,5 P 0 914,2 P 0 0,23 1,2

1388314_at 2121,5 P 0 2461,4 P 0 0,23 1,2

1368323_at 314,5 P 0 428,7 P 0 0,22 1,2

1370200_at 1398,3 P 0 1579 P 0 0,22 1,2

1370189_at 1337,2 P 0 1533,7 P 0 0,21 1,2

1370259_a_at 112,2 P 0,05 95 P 0 0,21 1,2

1371503_at 399,9 P 0 444,7 P 0 0,21 1,2

1372082_at 250,1 P 0 335,6 P 0 0,21 1,2

1372493_at 204,5 M 0,06 213,4 P 0,02 0,21 1,2

1376624_at 147,7 M 0,06 183,1 P 0,01 0,21 1,2

1383895_at 412,9 P 0,01 599,8 P 0 0,21 1,2

1387090_a_at 365 P 0 451,2 P 0 0,21 1,2

1371559_at 408,8 P 0,01 571,8 P 0 0,2 1,1

1388574_at 885 P 0 1079,6 P 0 0,2 1,1

1375219_a_at 4206,8 P 0 4551,2 P 0 0,19 1,1

1388748_at 3403,5 P 0 4315,4 P 0 0,19 1,1



1398918_at 460,4 P 0,05 587,8 P 0,02 0,19 1,1

1367598_at 8064,2 P 0 9963,8 P 0 0,18 1,1

1373093_at 359,6 P 0 433,6 P 0 0,18 1,1

1391817_at 319,9 P 0,01 361,7 P 0 0,18 1,1

1398362_at 543,1 P 0 656,8 P 0 0,18 1,1

1371592_at 327,9 P 0 414,5 P 0 0,17 1,1

1374848_at 290,6 P 0,03 289,2 P 0,01 0,17 1,1

1373961_at 141 A 0,22 197,8 P 0,02 0,11 1,1

Down-regulated genes

1379005_at 16,3 P 0,05 0,3 A 0,67 -5,63 49,5

1387442_at 199,9 P 0,02 25,8 A 0,27 -3 8,0

1388096_at 56,3 P 0 8,4 A 0,3 -2,68 6,4

1387409_x_at 231,7 P 0,05 59,4 A 0,47 -2,49 5,6

1385385_at 101,2 P 0,02 29,5 A 0,22 -2,47 5,5

1368459_at 1014,3 P 0 177,3 P 0 -2,32 5,0

1387410_at 127,3 P 0,05 16,6 A 0,7 -2,24 4,7

1390675_at 568,9 P 0 157,5 P 0 -2,03 4,1

1397837_at 122,9 P 0,05 53,4 A 0,4 -2,01 4,0

1388072_at 716,4 P 0 172,2 P 0,01 -1,87 3,7

1377993_at 3498,8 P 0 840,5 P 0,01 -1,79 3,5

1389284_at 138,6 P 0,04 53,1 A 0,43 -1,74 3,3

1369165_at 1015,9 P 0 293,4 P 0 -1,72 3,3

1387712_at 251,2 P 0 67,3 A 0,1 -1,72 3,3

1369089_at 1870,1 P 0 624,8 P 0 -1,63 3,1

1371165_a_at 566,6 P 0 207 A 0,19 -1,62 3,1

1387161_at 1456,6 P 0 398,6 P 0 -1,61 3,1

1368477_at 1680,1 P 0 566,8 P 0 -1,57 3,0

1396475_at 79,1 P 0 25,2 A 0,25 -1,56 2,9

1379464_at 2659,6 P 0 944,4 P 0 -1,53 2,9

1367852_s_at 481,3 P 0 225,8 P 0,01 -1,5 2,8

1369007_at 236,3 P 0 100,8 P 0,02 -1,5 2,8

1372275_at 1089,1 P 0 442,2 P 0 -1,47 2,8

1373164_at 483,7 P 0 183,4 P 0 -1,47 2,8

1388045_a_at 174,2 P 0,03 69 A 0,3 -1,47 2,8

1379530_at 474,7 P 0 194 P 0 -1,46 2,8

1398280_at 264,2 P 0,01 72,9 P 0,05 -1,46 2,8

1376667_at 271,9 P 0,02 108,7 A 0,17 -1,44 2,7

1373314_at 321,7 P 0,01 131,9 M 0,06 -1,42 2,7

1388856_at 733,4 P 0 265,4 P 0 -1,42 2,7

1378101_at 7517,8 P 0,01 2539,4 P 0,01 -1,4 2,6

1397679_at 104,2 P 0,01 27,9 A 0,22 -1,4 2,6

1371013_at 330,5 P 0 160,3 P 0,04 -1,39 2,6

1377637_at 1032,6 P 0 295,2 P 0 -1,38 2,6

1370320_at 209,6 P 0,01 86 A 0,33 -1,33 2,5

1370212_at 1217,2 P 0 472,6 P 0 -1,32 2,5

1396841_at 192,9 P 0,02 41,4 A 0,17 -1,31 2,5



1369185_a_at 174,9 P 0,02 53,6 A 0,19 -1,3 2,5

1398431_at 5512,9 P 0 1933,2 P 0 -1,3 2,5

1373783_at 897,2 P 0 343,2 P 0 -1,29 2,4

1388462_at 2172,4 P 0 890,3 P 0 -1,28 2,4

1371052_at 164,7 P 0,01 95,2 P 0,04 -1,26 2,4

1376358_at 61,5 P 0,02 23,1 A 0,25 -1,24 2,4

1389085_at 1201,2 P 0 483,6 P 0 -1,24 2,4

1395531_at 544,2 P 0,02 205,4 P 0,03 -1,23 2,3

1370201_at 5890,4 P 0 2507,9 P 0 -1,22 2,3

1378274_at 3988,4 P 0 1775,4 P 0 -1,22 2,3

1388697_at 2276,6 P 0 900,5 P 0 -1,22 2,3

1396152_s_at 954,8 P 0 439 P 0 -1,22 2,3

1372936_at 6694,5 P 0 2912,9 P 0 -1,21 2,3

1385573_at 5191,5 P 0 1966 P 0 -1,2 2,3

1387403_at 1247,5 P 0 437,8 P 0 -1,2 2,3

1387907_at 5874 P 0 3023,5 P 0 -1,2 2,3

1378315_at 8365,5 P 0 3601,9 P 0 -1,19 2,3

1370508_a_at 674 P 0 384,1 P 0,01 -1,18 2,3

1387908_at 335,5 P 0,02 109,6 P 0,04 -1,18 2,3

1396214_at 1124,3 P 0 407 P 0 -1,18 2,3

1369432_at 79,3 P 0,03 39 A 0,22 -1,17 2,3

1379072_at 229,6 P 0 96 P 0 -1,17 2,3

1391764_at 478,6 P 0 174,1 P 0 -1,17 2,3

1391341_at 1606,8 P 0,01 757,5 A 0,1 -1,16 2,2

1382626_at 2704,1 P 0 1297 P 0 -1,15 2,2

1392408_at 172,4 P 0,01 71,2 A 0,15 -1,15 2,2

1370770_s_at 315,2 P 0 153,3 P 0 -1,14 2,2

1381584_at 114,9 P 0,03 78,7 A 0,25 -1,14 2,2

1393190_at 6190,3 P 0 2805,8 P 0 -1,13 2,2

1368358_a_at 1339,3 P 0 483,6 P 0 -1,12 2,2

1384908_at 315,6 P 0,05 119,9 A 0,17 -1,11 2,2

1368462_at 644,1 P 0 431,4 P 0 -1,1 2,1

1378295_at 410,7 P 0,01 165 P 0,02 -1,1 2,1

1393299_at 1303,7 P 0 632 P 0,01 -1,1 2,1

1377085_at 609,6 P 0 260,1 P 0 -1,09 2,1

1379838_at 149,4 P 0,01 48,2 P 0,01 -1,09 2,1

1387502_at 518,4 P 0 296,9 P 0 -1,08 2,1

1374310_at 210,2 P 0,01 97,5 A 0,15 -1,07 2,1

1387482_at 1241,1 P 0 652,8 P 0 -1,07 2,1

1369777_a_at 914,2 P 0 438,9 P 0 -1,06 2,1

1372929_at 338,4 P 0 171,2 P 0 -1,06 2,1

1382977_at 56,7 P 0,05 25 A 0,25 -1,06 2,1

1387285_at 646,7 P 0 320,6 P 0 -1,06 2,1

1393756_at 182,4 P 0,05 75,7 A 0,25 -1,06 2,1

1398539_at 577,9 P 0 277,8 P 0,02 -1,06 2,1

1375043_at 591,3 P 0 249,9 P 0 -1,05 2,1



1389146_at 1313,2 P 0 597,7 P 0 -1,05 2,1

1370854_at 111,4 P 0,02 52,1 A 0,25 -1,04 2,1

1388184_at 356,1 P 0,01 189,5 A 0,13 -1,02 2,0

1390703_at 23,1 P 0,02 13,2 A 0,4 -1,02 2,0

1391336_at 1270,5 P 0 702,2 P 0,03 -1,02 2,0

1393157_at 2137 P 0 911,2 P 0,01 -1,02 2,0

1369067_at 160,7 P 0,05 79,4 A 0,15 -1,01 2,0

1382787_at 1813,5 P 0 982,7 P 0 -1,01 2,0

1395745_at 2925,6 P 0 1650,8 P 0 -1,01 2,0

1386939_a_at 545,3 P 0 243,5 P 0 -1 2,0

1391875_at 402,2 P 0,03 181,3 A 0,07 -1 2,0

1397361_x_at 180,7 P 0,05 74,6 A 0,17 -1 2,0

1370960_at 1318,6 P 0 685,9 P 0 -0,99 2,0

1381557_at 204,8 P 0,01 96,1 A 0,15 -0,99 2,0

1395219_at 227,3 P 0 130,8 P 0,01 -0,99 2,0

1395512_at 1810,7 P 0 1173,5 P 0 -0,98 2,0

1370233_at 144 P 0,05 63,7 A 0,11 -0,96 1,9

1385321_at 2358,7 P 0 1307,6 P 0 -0,96 1,9

1387486_at 521,7 P 0 200,2 P 0,01 -0,96 1,9

1396366_at 162,1 P 0,02 66 A 0,07 -0,96 1,9

1376799_a_at 367,1 P 0 256,1 P 0,01 -0,95 1,9

1390037_at 573,5 P 0,01 250,9 A 0,15 -0,94 1,9

1397666_at 552,1 P 0 275 P 0 -0,94 1,9

1398104_at 199,7 P 0 109,6 P 0,03 -0,94 1,9

1372654_at 492,2 P 0,04 262,2 A 0,08 -0,93 1,9

1378611_at 774,2 P 0 343,9 P 0 -0,93 1,9

1384543_at 1177,6 P 0 656,1 P 0 -0,93 1,9

1397286_at 331,8 P 0,01 169,7 A 0,13 -0,92 1,9

1372884_at 619,7 P 0 342,2 P 0 -0,91 1,9

1377736_at 738 P 0 410,9 P 0 -0,91 1,9

1386935_at 756,6 P 0 383,6 P 0 -0,91 1,9

1394505_at 277,3 P 0,04 107,3 A 0,13 -0,91 1,9

1376000_at 1039 P 0 577,4 P 0 -0,9 1,9

1379376_at 370,4 P 0 141,4 P 0 -0,9 1,9

1394504_at 606,3 P 0 300,4 P 0 -0,9 1,9

1370760_a_at 1257,2 P 0 720,9 P 0 -0,89 1,9

1373480_at 576,9 P 0 312,4 P 0,01 -0,89 1,9

1383324_at 2759,5 P 0 1482,2 P 0,01 -0,89 1,9

1389120_at 1622,9 P 0 644,8 P 0,01 -0,89 1,9

1390262_a_at 699,9 P 0 373,7 P 0,01 -0,89 1,9

1369297_at 412,3 P 0 205,5 P 0,01 -0,88 1,8

1373747_at 693,5 P 0,02 286,7 P 0,02 -0,88 1,8

1393607_at 5035,7 P 0 3141,8 P 0 -0,88 1,8

1368145_at 5658,8 P 0 3031,7 P 0 -0,87 1,8

1373187_at 1509,9 P 0 937,8 P 0 -0,87 1,8

1368988_at 308,7 P 0,01 164,4 P 0,02 -0,86 1,8



1376265_at 906,8 P 0 652,3 P 0 -0,85 1,8

1375875_at 2030,8 P 0 1524,8 P 0 -0,84 1,8

1394532_at 273 P 0,02 122,3 A 0,22 -0,84 1,8

1367812_at 2171,5 P 0 1215,9 P 0 -0,83 1,8

1371937_at 375 P 0,01 245,9 P 0,02 -0,83 1,8

1376245_x_at 404,7 P 0 284,6 P 0 -0,83 1,8

1387155_at 237,2 P 0,01 132,8 P 0,01 -0,83 1,8

1396213_at 483,3 P 0,01 343,3 A 0,1 -0,83 1,8

1368952_at 242,4 P 0 119,9 P 0,05 -0,82 1,8

1388738_at 444,6 P 0 258,5 P 0 -0,82 1,8

1393373_at 480,2 P 0,01 267,2 P 0,02 -0,82 1,8

1396040_at 2394,1 P 0 1387,4 P 0 -0,82 1,8

1388874_at 1976,9 P 0 1115 P 0 -0,81 1,8

1389124_at 1408,8 P 0 798,3 P 0 -0,81 1,8

1368584_a_at 837,8 P 0 382,6 P 0 -0,8 1,7

1369229_at 494,6 P 0 273,9 P 0,02 -0,8 1,7

1372335_at 2040,1 P 0 1094,1 P 0 -0,8 1,7

1377029_at 180 P 0 108 M 0,06 -0,8 1,7

1378733_at 1085,5 P 0 519,4 P 0 -0,8 1,7

1383726_at 692,1 P 0 365,5 P 0 -0,8 1,7

1385589_at 255,6 P 0,05 136,7 A 0,13 -0,8 1,7

1368120_at 314,8 P 0 191,9 P 0 -0,79 1,7

1373081_at 592,8 P 0 423,3 P 0 -0,79 1,7

1374635_at 1449,4 P 0 841,8 P 0 -0,79 1,7

1379397_at 502,7 P 0,02 306 P 0,05 -0,79 1,7

1385222_at 631 P 0 257,6 P 0,03 -0,79 1,7

1387817_at 2883,9 P 0 1564 P 0 -0,79 1,7

1392196_at 1296,1 P 0,01 752 P 0 -0,79 1,7

1393282_at 1641,1 P 0 939,1 P 0 -0,79 1,7

1397006_at 143,2 P 0 82,1 P 0 -0,79 1,7

1367979_s_at 852,8 P 0 504,4 P 0 -0,78 1,7

1369652_at 2393,9 P 0 1361 P 0 -0,78 1,7

1391089_at 873 P 0 470,7 P 0 -0,78 1,7

1370815_at 2008,2 P 0 1253,3 P 0 -0,77 1,7

1380031_at 407,3 P 0,02 189,3 A 0,07 -0,77 1,7

1393837_at 278,4 P 0 152,7 P 0,01 -0,77 1,7

1394245_at 365,3 P 0,03 201,6 A 0,19 -0,77 1,7

1370488_a_at 378,7 P 0 237,9 P 0 -0,76 1,7

1377808_at 109,2 P 0 101,9 P 0,01 -0,76 1,7

1378722_at 440,7 P 0 203,6 P 0 -0,76 1,7

1379497_at 147,1 P 0 91,6 P 0 -0,76 1,7

1385560_at 2125,1 P 0 1181,4 P 0 -0,76 1,7

1387657_at 387,2 P 0,02 221,3 P 0,04 -0,76 1,7

1397419_at 2018,7 P 0 1316,3 P 0 -0,76 1,7

1369753_at 485,5 P 0 300,3 P 0 -0,75 1,7

1370998_at 182,6 P 0 90 P 0,02 -0,75 1,7



1380580_at 111,8 P 0 61,5 A 0,08 -0,75 1,7

1384708_at 253 P 0 156,9 P 0,01 -0,75 1,7

1387071_a_at 1972,9 P 0 1163,6 P 0 -0,75 1,7

1393956_at 2101 P 0,01 1206,8 P 0,02 -0,75 1,7

1367752_at 607,4 P 0 383,6 P 0,01 -0,74 1,7

1369201_at 299,5 P 0,02 150,3 P 0,04 -0,74 1,7

1370058_at 1882,4 P 0 1226,1 P 0 -0,74 1,7

1370214_at 5791,8 P 0 3242 P 0 -0,74 1,7

1372302_at 727,3 P 0 372 P 0 -0,74 1,7

1376842_at 260 P 0 134 P 0 -0,74 1,7

1381147_at 111,8 P 0,05 59,1 A 0,1 -0,74 1,7

1384184_at 1240,3 P 0 731,8 P 0 -0,74 1,7

1384310_at 3472,4 P 0 2369 P 0 -0,74 1,7

1391022_at 191,2 P 0,02 228,5 A 0,13 -0,74 1,7

1368488_at 164,1 P 0,01 168,5 M 0,06 -0,73 1,7

1368701_at 2836,1 P 0 1600,5 P 0 -0,73 1,7

1370116_at 349,2 P 0 188,1 P 0 -0,73 1,7

1373971_at 749,9 P 0,01 458,2 M 0,06 -0,73 1,7

1374925_at 880,7 P 0 450,1 P 0 -0,73 1,7

1390740_at 175 P 0 140,8 P 0,01 -0,73 1,7

1391292_at 598,2 P 0 402,4 P 0 -0,73 1,7

1394575_at 1123,7 P 0 653,7 P 0 -0,73 1,7

1395144_at 403,1 P 0,01 252,3 P 0,01 -0,73 1,7

1398520_at 771,4 P 0 493,9 P 0,02 -0,73 1,7

1371069_at 89,9 P 0,01 36,5 P 0,03 -0,72 1,6

1375406_s_at 254,3 P 0 136,5 P 0,01 -0,72 1,6

1394252_at 651,6 P 0 381,1 P 0 -0,72 1,6

1397885_at 398,2 P 0,05 230,2 A 0,07 -0,72 1,6

1368879_a_at 1201,5 P 0 1151,9 P 0 -0,71 1,6

1369822_at 388,1 P 0,01 249,9 P 0,01 -0,71 1,6

1371180_a_at 354,8 P 0 236,7 P 0,03 -0,71 1,6

1374298_at 774,2 P 0 403,1 P 0 -0,71 1,6

1389250_at 268,4 P 0 150,1 P 0 -0,71 1,6

1389448_at 4745,7 P 0 2796,7 P 0 -0,71 1,6

1392795_at 237,2 P 0 127,6 P 0,02 -0,71 1,6

1396924_at 577 P 0,03 317,5 P 0,04 -0,71 1,6

1369203_at 188,9 P 0 106,9 P 0 -0,7 1,6

1372937_at 701,6 P 0 411,2 P 0 -0,7 1,6

1376707_at 1907,3 P 0 1107,4 P 0 -0,7 1,6

1377940_at 1363,2 P 0 733,1 P 0 -0,7 1,6

1380062_at 2611,2 P 0 1456,3 P 0 -0,7 1,6

1370489_a_at 157,9 P 0 100,8 P 0 -0,69 1,6

1377591_at 558,5 P 0,05 374,6 M 0,06 -0,69 1,6

1377789_at 1733,7 P 0 850,8 P 0 -0,69 1,6

1381106_at 298,6 P 0,02 178,5 P 0,02 -0,69 1,6

1382737_at 2455,7 P 0 1729,4 P 0 -0,69 1,6



1387383_at 1966,2 P 0 1337,1 P 0 -0,69 1,6

1388078_a_at 243,3 P 0 145,3 P 0 -0,69 1,6

1391916_at 1502,1 P 0 1066,2 P 0 -0,69 1,6

1393345_at 2987,8 P 0 1543,2 P 0 -0,69 1,6

1397830_at 481,6 P 0,01 334,9 A 0,11 -0,69 1,6

1398251_a_at 1644,4 P 0 959,5 P 0 -0,69 1,6

1367894_at 964,1 P 0 497,5 P 0 -0,68 1,6

1368059_at 261,3 P 0 167,2 P 0 -0,68 1,6

1368465_at 592,6 P 0 358 P 0,01 -0,68 1,6

1368759_at 919,2 P 0 598,8 P 0 -0,68 1,6

1369177_at 500,6 P 0 277,8 P 0 -0,68 1,6

1370059_at 1447,7 P 0 1051,1 P 0 -0,68 1,6

1377716_at 1021,5 P 0 728,6 P 0 -0,68 1,6

1393356_at 2753,1 P 0 1619,5 P 0 -0,68 1,6

1393420_at 147,1 P 0 93,6 P 0,05 -0,68 1,6

1395010_at 923,4 P 0 685,5 P 0 -0,68 1,6

1395915_at 231,6 P 0,02 105,1 A 0,11 -0,68 1,6

1396892_at 211,8 P 0,01 146,5 A 0,19 -0,68 1,6

1397949_at 856,3 P 0 521,2 P 0 -0,68 1,6

1368690_a_at 2842,4 P 0 1794,7 P 0 -0,67 1,6

1369326_at 174 P 0 117,9 P 0,03 -0,67 1,6

1370533_at 212,8 P 0,04 155,5 A 0,13 -0,67 1,6

1370595_a_at 1103,3 P 0 748,1 P 0 -0,67 1,6

1371081_at 273,9 P 0 158,9 P 0 -0,67 1,6

1373298_at 867,9 P 0 569,2 P 0 -0,67 1,6

1382054_at 3966,9 P 0 2012,8 P 0 -0,67 1,6

1387513_at 222,9 P 0,03 130,3 A 0,11 -0,67 1,6

1395104_at 1831,7 P 0 1182,3 P 0 -0,67 1,6

1367745_at 2404 P 0 1551,4 P 0 -0,66 1,6

1370074_at 439,3 P 0,01 260,7 P 0,02 -0,66 1,6

1392939_at 352,1 P 0 191,9 P 0 -0,66 1,6

1397208_at 267,6 P 0 205,4 P 0,03 -0,66 1,6

1376362_at 1556,3 P 0 975,9 P 0 -0,65 1,6

1377828_at 1381,6 P 0 912,7 P 0 -0,65 1,6

1387286_at 1217,1 P 0 821,1 P 0 -0,65 1,6

1396738_at 185,2 P 0,05 105,9 A 0,13 -0,65 1,6

1371003_at 752,9 P 0 466,6 P 0 -0,64 1,6

1373188_at 874,6 P 0 565,5 P 0 -0,64 1,6

1376283_at 1228,9 P 0 870,9 P 0 -0,64 1,6

1382097_at 738,9 P 0,01 472,1 P 0,01 -0,64 1,6

1385839_x_at 351,7 P 0 223,1 P 0 -0,64 1,6

1387377_a_at 753,4 P 0 342,1 P 0 -0,64 1,6

1388712_at 480,5 P 0 249 P 0,01 -0,64 1,6

1389358_at 1192,1 P 0 686,3 P 0 -0,64 1,6

1395121_at 755,9 P 0 467,4 P 0 -0,64 1,6

1368506_at 368,5 P 0 251,4 P 0 -0,63 1,5



1370999_at 176,5 P 0 108,7 P 0,03 -0,63 1,5

1372085_at 1335,9 P 0 899,4 P 0 -0,63 1,5

1375192_at 333,5 P 0 189,7 A 0,08 -0,63 1,5

1390397_at 947 P 0 576,4 P 0 -0,63 1,5

1391546_at 2179,2 P 0 1285,9 P 0 -0,63 1,5

1393404_at 1918,9 P 0 1194,5 P 0 -0,63 1,5

1397660_at 131,1 P 0,03 59,6 A 0,11 -0,63 1,5

1398214_at 950,2 P 0 610,6 P 0 -0,63 1,5

1369651_at 2822,5 P 0 1826,6 P 0 -0,62 1,5

1369924_at 1312,5 P 0 815,4 P 0 -0,62 1,5

1370658_a_at 227,4 P 0,01 197,5 M 0,06 -0,62 1,5

1376208_at 715,9 P 0 522 P 0 -0,62 1,5

1382729_at 2005,9 P 0 1318,4 P 0 -0,62 1,5

1383247_a_at 1180,3 P 0 719,5 P 0 -0,62 1,5

1383749_at 757 P 0 557,8 P 0 -0,62 1,5

1384675_at 304,6 P 0,01 166,3 M 0,06 -0,62 1,5

1387399_at 122,8 P 0 67,5 P 0 -0,62 1,5

1388133_at 937 P 0 639,8 P 0 -0,62 1,5

1369022_at 1031,5 P 0 790 P 0 -0,61 1,5

1377790_at 488,8 P 0,03 313,8 A 0,11 -0,61 1,5

1389610_at 380,5 P 0 278,2 P 0 -0,61 1,5

1389792_at 484,9 P 0 342,9 P 0 -0,61 1,5

1398445_at 308,5 P 0,01 252,8 P 0,05 -0,61 1,5

1367658_at 2406,1 P 0 1400,5 P 0 -0,6 1,5

1367949_at 1859,8 P 0 1291 P 0 -0,6 1,5

1368505_at 753,8 P 0 456,7 P 0 -0,6 1,5

1368682_at 844,1 P 0 639,9 P 0 -0,6 1,5

1369637_at 1162,7 P 0 812,6 P 0 -0,6 1,5

1369827_at 929,5 P 0 652,9 P 0 -0,6 1,5

1373977_at 3715,1 P 0 2662,3 P 0 -0,6 1,5

1375476_at 505 P 0,01 317,5 P 0,02 -0,6 1,5

1375569_at 1863,2 P 0 1073,9 P 0 -0,6 1,5

1378738_at 2352,9 P 0 1415,3 P 0 -0,6 1,5

1380172_at 966,3 P 0 608,2 P 0 -0,6 1,5

1380399_at 289,2 P 0,01 221,6 P 0,01 -0,6 1,5

1384874_at 3241,7 P 0 2858,4 P 0 -0,6 1,5

1388064_a_at 3186,6 P 0 2329,8 P 0 -0,6 1,5

1389086_at 1279,4 P 0 880,5 P 0 -0,6 1,5

1393738_s_at 441,7 P 0 262,4 P 0 -0,6 1,5

1394837_at 2679,6 P 0 2051,4 P 0 -0,6 1,5

1369562_at 4894,5 P 0 3547,1 P 0 -0,59 1,5

1373658_at 209,2 P 0 161,9 P 0,01 -0,59 1,5

1374257_at 223,6 P 0 162,5 P 0,01 -0,59 1,5

1376027_at 1516,6 P 0 1027,9 P 0 -0,59 1,5

1377051_at 153 P 0,01 124,8 A 0,1 -0,59 1,5

1378625_at 374,2 P 0 270,4 P 0,01 -0,59 1,5



1383161_a_at 1612,1 P 0 950,6 P 0 -0,59 1,5

1387003_at 888,1 P 0 603,9 P 0 -0,59 1,5

1387505_at 1465,6 P 0 925,8 P 0 -0,59 1,5

1388452_at 3424,5 P 0 1706,1 P 0 -0,59 1,5

1392877_at 194,3 P 0 217,5 P 0 -0,59 1,5

1398272_at 437,8 P 0 301,4 P 0,02 -0,59 1,5

1398627_at 477,8 P 0 301,1 P 0 -0,59 1,5

1369408_at 589,5 P 0 400,3 P 0 -0,58 1,5

1370546_at 1177,2 P 0 770,5 P 0,01 -0,58 1,5

1374825_at 738,8 P 0 606,1 P 0 -0,58 1,5

1375621_at 495,8 P 0 286,6 P 0 -0,58 1,5

1376184_at 1446,1 P 0 1036,8 P 0 -0,58 1,5

1387025_at 1814,3 P 0 1172,6 P 0 -0,58 1,5

1389643_at 214,5 P 0 132,9 P 0 -0,58 1,5

1396501_at 244,7 P 0,02 107,3 A 0,17 -0,58 1,5

1399130_at 1020,9 P 0 597 P 0 -0,58 1,5

1367932_at 1808,5 P 0 1301,2 P 0 -0,57 1,5

1368124_at 922,8 P 0 654,1 P 0 -0,57 1,5

1368958_at 423,6 P 0 231,7 P 0 -0,57 1,5

1369130_at 100 P 0 64,4 P 0,01 -0,57 1,5

1370426_a_at 4117,7 P 0 2917,9 P 0 -0,57 1,5

1376892_at 412,1 P 0 287 P 0 -0,57 1,5

1377206_at 352,3 P 0 204,4 P 0,01 -0,57 1,5

1384634_at 1176,1 P 0 702,2 P 0 -0,57 1,5

1387477_at 446,4 P 0 264,2 P 0 -0,57 1,5

1387674_at 1223,4 P 0 836,9 P 0 -0,57 1,5

1388037_at 2718,6 P 0 2038,3 P 0 -0,57 1,5

1388831_at 264,5 P 0,01 172,9 P 0,01 -0,57 1,5

1388991_at 297,8 P 0,01 165 P 0,01 -0,57 1,5

1390350_at 603,5 P 0 398,4 P 0 -0,57 1,5

1392105_at 198,5 P 0 137,4 P 0,01 -0,57 1,5

1395062_at 496,4 P 0 356,2 P 0 -0,57 1,5

1395634_at 1122 P 0 745,9 P 0 -0,57 1,5

1370314_at 2792,9 P 0 1813,2 P 0 -0,56 1,5

1379300_at 1546 P 0 789,1 P 0,01 -0,56 1,5

1381167_at 775,3 P 0 553,3 P 0,01 -0,56 1,5

1386615_at 1565,1 P 0 1353,3 P 0 -0,56 1,5

1386809_at 797,5 P 0 524 P 0,01 -0,56 1,5

1387881_at 616 P 0 419 P 0 -0,56 1,5

1388060_at 414,9 P 0,01 267,2 P 0,01 -0,56 1,5

1388661_at 184 P 0 107,3 P 0,01 -0,56 1,5

1389491_at 2940,3 P 0 1854,9 P 0 -0,56 1,5

1390102_at 1365,1 P 0 926,9 P 0 -0,56 1,5

1392145_at 2828,4 P 0 1929,7 P 0 -0,56 1,5

1370545_at 918,8 P 0 572,8 P 0 -0,55 1,5

1370991_at 250,3 P 0 156,9 P 0 -0,55 1,5



1372099_at 1823,9 P 0 1314,5 P 0 -0,55 1,5

1373398_at 1978,7 P 0 1341,4 P 0 -0,55 1,5

1373931_at 861 P 0 718,4 P 0 -0,55 1,5

1374103_at 820,6 P 0 602,2 P 0,01 -0,55 1,5

1374653_at 733,3 P 0,02 389,9 M 0,06 -0,55 1,5

1376928_at 280,3 P 0 215,2 P 0,01 -0,55 1,5

1377095_at 2183,9 P 0 1647,3 P 0 -0,55 1,5

1379977_at 1035,9 P 0 706,8 P 0 -0,55 1,5

1383468_at 647,6 P 0 534,1 P 0 -0,55 1,5

1383542_at 1439,1 P 0 1027,1 P 0 -0,55 1,5

1384131_at 3167,1 P 0 2203,4 P 0 -0,55 1,5

1386348_at 745,5 P 0 532,3 P 0 -0,55 1,5

1387020_at 471,6 P 0 283,2 P 0 -0,55 1,5

1387476_at 662,2 P 0 432,3 P 0 -0,55 1,5

1390167_at 2150,9 P 0 1385,7 P 0 -0,55 1,5

1390523_at 427 P 0 321,5 P 0,03 -0,55 1,5

1390986_at 6729,2 P 0 4400,4 P 0 -0,55 1,5

1396542_at 1211,9 P 0 736,9 P 0 -0,55 1,5

1368562_at 1637,5 P 0 1153,7 P 0 -0,54 1,5

1377651_at 173,7 P 0,01 128,4 P 0,02 -0,54 1,5

1378971_at 568,6 P 0 477,4 P 0 -0,54 1,5

1380774_at 483,8 P 0,01 385,9 P 0,01 -0,54 1,5

1394097_at 1178,4 P 0,01 942,5 P 0,02 -0,54 1,5

1394609_at 1050,1 P 0 501,8 P 0 -0,54 1,5

1395311_at 698,9 P 0,02 392,3 P 0,05 -0,54 1,5

1395829_at 195,7 P 0,05 93,7 A 0,22 -0,54 1,5

1396154_at 3228,7 P 0 2127,5 P 0 -0,54 1,5

1397367_at 1142 P 0 844,7 P 0 -0,54 1,5

1368344_at 4050,7 P 0 2941,3 P 0 -0,53 1,4

1368698_at 2281,1 P 0 1626 P 0 -0,53 1,4

1369065_a_at 5794,1 P 0 4171,8 P 0 -0,53 1,4

1370715_at 192,5 P 0 139,5 P 0 -0,53 1,4

1373631_at 1624,1 P 0 1032 P 0 -0,53 1,4

1375820_at 259,5 P 0,01 216,7 P 0,01 -0,53 1,4

1382438_at 2819,4 P 0 2209 P 0 -0,53 1,4

1383318_at 2824,1 P 0 2786,9 P 0 -0,53 1,4

1384742_at 66,8 P 0,01 127,3 A 0,15 -0,53 1,4

1388323_at 1758,8 P 0 1387,7 P 0 -0,53 1,4

1389096_at 738,2 P 0 679,7 P 0 -0,53 1,4

1393910_at 400,9 P 0 296,1 P 0 -0,53 1,4

1394028_at 475,8 P 0,04 310,1 P 0,05 -0,53 1,4

1395070_at 214,3 P 0,01 167,3 P 0,02 -0,53 1,4

1395307_at 2871,3 P 0 1982,8 P 0 -0,53 1,4

1368986_at 1418,5 P 0 887,9 P 0 -0,52 1,4

1370185_at 939,5 P 0 857,1 P 0 -0,52 1,4

1370355_at 190,8 P 0,01 145,6 P 0,02 -0,52 1,4



1371049_at 1603,6 P 0 1197 P 0 -0,52 1,4

1371063_at 1776,4 P 0 979,1 P 0 -0,52 1,4

1372179_at 6460,9 P 0 4147,2 P 0 -0,52 1,4

1373756_at 2126,2 P 0 1571,5 P 0 -0,52 1,4

1373818_at 1397,5 P 0 1041 P 0 -0,52 1,4

1374061_at 236,2 P 0 195,4 P 0 -0,52 1,4

1374400_at 1132,7 P 0 839,4 P 0 -0,52 1,4

1374486_at 480,4 P 0 395,1 P 0 -0,52 1,4

1375698_at 102,9 P 0,04 81,7 A 0,1 -0,52 1,4

1376213_at 579,3 P 0 408 P 0 -0,52 1,4

1379123_at 1579,7 P 0 1062,6 P 0 -0,52 1,4

1379863_at 1205 P 0 865,2 P 0 -0,52 1,4

1382918_at 2558,1 P 0 1964,1 P 0 -0,52 1,4

1386724_at 651,3 P 0,01 300,2 P 0,01 -0,52 1,4

1386998_at 9311 P 0 6890 P 0 -0,52 1,4

1388662_at 1697,5 P 0 1177,4 P 0 -0,52 1,4

1390033_at 2470 P 0 1729,1 P 0 -0,52 1,4

1390766_at 729,6 P 0 434,2 P 0 -0,52 1,4

1369462_at 290,8 P 0 185,4 P 0,01 -0,51 1,4

1374769_at 456,7 P 0 280,9 P 0 -0,51 1,4

1374952_at 480,6 P 0 398,7 P 0 -0,51 1,4

1376060_at 919,8 P 0 684,2 P 0 -0,51 1,4

1376225_at 1128,5 P 0 949,9 P 0,01 -0,51 1,4

1377331_at 2074,9 P 0 1301,3 P 0 -0,51 1,4

1380228_at 800,6 P 0 521,3 P 0 -0,51 1,4

1384363_at 555,1 P 0,02 382,9 P 0,03 -0,51 1,4

1387137_at 154,8 P 0 94 P 0,04 -0,51 1,4

1387291_at 3220,2 P 0 2318,8 P 0 -0,51 1,4

1392980_at 3406,4 P 0 2867,8 P 0 -0,51 1,4

1393933_at 1247,5 P 0 959,2 P 0 -0,51 1,4

1394742_at 404,1 P 0,03 254,3 P 0,05 -0,51 1,4

1367562_at 4160,7 P 0 3057,2 P 0 -0,5 1,4

1368056_at 632,4 P 0 487,6 P 0 -0,5 1,4

1368255_at 1285,7 P 0 946 P 0 -0,5 1,4

1369696_at 364,4 P 0 274,1 P 0 -0,5 1,4

1369820_at 540,7 P 0 430,3 P 0 -0,5 1,4

1370205_at 576 P 0 516,2 P 0 -0,5 1,4

1372790_at 3149,9 P 0 2233,6 P 0 -0,5 1,4

1375968_at 609,4 P 0 422,6 P 0 -0,5 1,4

1378566_at 1292,8 P 0 1016 P 0 -0,5 1,4

1380092_at 181,3 P 0 91,6 A 0,1 -0,5 1,4

1382785_at 834,5 P 0 813,6 P 0 -0,5 1,4

1382943_at 617,7 P 0 441,7 P 0 -0,5 1,4

1384392_at 1829,1 P 0 1293,2 P 0 -0,5 1,4

1389095_at 396,6 P 0 293,7 P 0 -0,5 1,4

1390537_at 891,8 P 0 611,8 P 0 -0,5 1,4



1391575_at 3800,3 P 0 2588,1 P 0 -0,5 1,4

1395334_at 1448 P 0 1035,9 P 0 -0,5 1,4

1396403_at 493,2 P 0 404,2 P 0 -0,5 1,4

1367593_at 3381,8 P 0 2359,8 P 0 -0,49 1,4

1369058_at 295,3 P 0,01 216,2 M 0,06 -0,49 1,4

1370389_at 1815,7 P 0 1133,9 P 0 -0,49 1,4

1370517_at 3800,2 P 0 2655,7 P 0 -0,49 1,4

1370599_a_at 831,5 P 0 528,9 P 0 -0,49 1,4

1372443_at 1741 P 0 1407,6 P 0 -0,49 1,4

1373083_at 248,6 P 0 189,2 P 0 -0,49 1,4

1374187_at 1379,9 P 0 994,2 P 0 -0,49 1,4

1376516_at 429,2 P 0,02 351 P 0,03 -0,49 1,4

1377289_at 304,3 P 0,03 218,3 P 0,05 -0,49 1,4

1380089_at 407,6 P 0 355,1 P 0,01 -0,49 1,4

1384158_at 4573,2 P 0 2995,6 P 0 -0,49 1,4

1387078_at 2297,3 P 0 1688,1 P 0 -0,49 1,4

1387318_at 655,6 P 0 351 P 0 -0,49 1,4

1389456_at 548,6 P 0 341,3 P 0 -0,49 1,4

1389584_at 1844,7 P 0 1253,4 P 0 -0,49 1,4

1390566_a_at 1509,5 P 0 1171 P 0 -0,49 1,4

1391653_at 5265,4 P 0 3864,4 P 0 -0,49 1,4

1398271_at 453,7 P 0,01 339,6 P 0,01 -0,49 1,4

1369482_a_at 872,3 P 0 704,2 P 0 -0,48 1,4

1369816_at 3344,3 P 0 2404,9 P 0 -0,48 1,4

1370666_at 479,7 P 0 389,4 P 0,01 -0,48 1,4

1372761_at 978,1 P 0 860,6 P 0 -0,48 1,4

1373435_at 780,9 P 0 831 P 0,01 -0,48 1,4

1375272_at 1022,4 P 0 666,3 P 0 -0,48 1,4

1376499_at 305 P 0 187 P 0 -0,48 1,4

1376736_at 1319,2 P 0 801,5 P 0 -0,48 1,4

1379716_at 264,8 P 0,03 176,5 P 0,05 -0,48 1,4

1385731_at 212,4 P 0,01 186,7 A 0,07 -0,48 1,4

1386621_at 384,5 P 0 296,4 P 0,01 -0,48 1,4

1388583_at 302,9 P 0 171,7 P 0 -0,48 1,4

1389171_at 1115,3 P 0 789,2 P 0 -0,48 1,4

1390399_at 286,7 P 0,01 184 P 0,03 -0,48 1,4

1393440_at 137,5 P 0,04 119,9 A 0,15 -0,48 1,4

1394802_at 887,3 P 0,01 702,9 P 0,01 -0,48 1,4

1396333_at 387,4 P 0,02 319,4 P 0,05 -0,48 1,4

1398412_at 1301,1 P 0 1423,3 P 0 -0,48 1,4

1398450_at 830,3 P 0 634,6 P 0 -0,48 1,4

1398533_at 2917,8 P 0 2010,3 P 0 -0,48 1,4

1368561_at 453,8 P 0 332,9 P 0 -0,47 1,4

1369662_at 1828,8 P 0 1361,1 P 0 -0,47 1,4

1369798_at 3244,7 P 0 2325,4 P 0 -0,47 1,4

1369980_s_at 2041,6 P 0 1626,7 P 0 -0,47 1,4



1370568_at 322,8 P 0 260,7 P 0 -0,47 1,4

1371542_at 3266,9 P 0 2114,7 P 0 -0,47 1,4

1372861_at 1313,2 P 0 843,6 P 0 -0,47 1,4

1375307_at 2955,6 P 0 2495,7 P 0 -0,47 1,4

1375674_at 1340,9 P 0 1045,5 P 0 -0,47 1,4

1376363_at 612,2 P 0 448,2 P 0 -0,47 1,4

1377652_at 2892,1 P 0 2020,2 P 0 -0,47 1,4

1378361_at 841,8 P 0 692 P 0 -0,47 1,4

1379073_at 702,1 P 0 856 P 0 -0,47 1,4

1381206_at 6757,6 P 0 4898,6 P 0 -0,47 1,4

1381478_at 178,6 P 0 128,1 P 0,02 -0,47 1,4

1387512_at 3099,8 P 0 2186,9 P 0 -0,47 1,4

1388237_s_at 669,5 P 0 389,7 P 0 -0,47 1,4

1389781_at 374,5 P 0 294,4 P 0 -0,47 1,4

1391331_at 1399,2 P 0 1021,3 P 0 -0,47 1,4

1392617_at 508,9 P 0,01 387,6 P 0,01 -0,47 1,4

1393471_at 315,7 P 0 198,6 P 0 -0,47 1,4

1394354_at 982,5 P 0 810,5 P 0 -0,47 1,4

1395783_at 629,3 P 0 449,8 P 0 -0,47 1,4

1397990_at 518,1 P 0,04 384,8 A 0,07 -0,47 1,4

1367806_at 657,5 P 0 452,4 P 0 -0,46 1,4

1368330_at 328,1 P 0 177 P 0,01 -0,46 1,4

1368928_at 1479,2 P 0 1171,6 P 0 -0,46 1,4

1369732_a_at 808,1 P 0 606,7 P 0 -0,46 1,4

1369795_at 148,9 P 0 116,5 P 0 -0,46 1,4

1369847_at 665,1 P 0 701,9 P 0 -0,46 1,4

1370318_at 776,1 P 0 532,4 P 0 -0,46 1,4

1370326_at 1801,1 P 0 1283,2 P 0 -0,46 1,4

1370434_a_at 4931,2 P 0 3458 P 0 -0,46 1,4

1371577_at 943,9 P 0 709,7 P 0 -0,46 1,4

1371844_at 3611,7 P 0 2829 P 0 -0,46 1,4

1372989_at 606,5 P 0 475,4 P 0 -0,46 1,4

1373561_at 974 P 0,01 567,2 P 0,01 -0,46 1,4

1373991_at 199,8 P 0 192,3 P 0 -0,46 1,4

1374699_at 497,3 P 0 312,7 P 0 -0,46 1,4

1381149_at 522,6 P 0,01 426,1 P 0,01 -0,46 1,4

1383162_at 826,1 P 0 800,9 P 0 -0,46 1,4

1383220_at 5382,9 P 0 4260,6 P 0 -0,46 1,4

1383330_at 915,4 P 0 663,1 P 0 -0,46 1,4

1383566_at 3950,5 P 0 2888,2 P 0 -0,46 1,4

1383884_at 593,2 P 0 386,8 P 0 -0,46 1,4

1384594_at 560,9 P 0 371,3 P 0,01 -0,46 1,4

1384756_at 1971,5 P 0 1306,2 P 0 -0,46 1,4

1387380_at 1313,3 P 0 919,1 P 0 -0,46 1,4

1387429_at 965 P 0 705,6 P 0 -0,46 1,4

1391200_at 983,6 P 0 759,6 P 0 -0,46 1,4



1393250_at 2193,2 P 0 1616,3 P 0 -0,46 1,4

1367857_at 953,3 P 0 705,3 P 0 -0,45 1,4

1368239_at 405,3 P 0 340,2 P 0 -0,45 1,4

1368411_a_at 812,1 P 0 468,1 P 0 -0,45 1,4

1369903_at 230,4 P 0,01 171,2 P 0,02 -0,45 1,4

1370176_at 681,6 P 0 446,2 P 0 -0,45 1,4

1374414_at 2431,2 P 0 1761,3 P 0 -0,45 1,4

1374445_at 766,1 P 0 575,7 P 0 -0,45 1,4

1376104_at 752,8 P 0 527,7 P 0 -0,45 1,4

1376120_at 712,6 P 0 577,1 P 0 -0,45 1,4

1376267_at 530,3 P 0 355,7 P 0 -0,45 1,4

1376800_at 4050,9 P 0 2888,5 P 0 -0,45 1,4

1378571_at 609,9 P 0 425 P 0 -0,45 1,4

1383861_at 2540,4 P 0 2007,5 P 0 -0,45 1,4

1383903_at 1225,7 P 0 1379,5 P 0 -0,45 1,4

1387154_at 568,4 P 0 438,3 P 0 -0,45 1,4

1387698_at 311,9 P 0 246,7 P 0 -0,45 1,4

1389282_at 841,7 P 0,02 569,5 P 0,02 -0,45 1,4

1390036_at 431,5 P 0 342,4 P 0 -0,45 1,4

1390706_at 753,2 P 0 544,1 P 0 -0,45 1,4

1391071_at 1440,4 P 0 1094,6 P 0 -0,45 1,4

1391334_at 2340 P 0 1259,9 P 0 -0,45 1,4

1391559_at 238,5 P 0 210,9 P 0 -0,45 1,4

1367603_at 4622,4 P 0 3319,3 P 0 -0,44 1,4

1367845_at 1296,1 P 0 933,7 P 0 -0,44 1,4

1368524_at 3834,6 P 0 2653,6 P 0 -0,44 1,4

1368675_at 2486,6 P 0 1996,8 P 0 -0,44 1,4

1368904_at 513,1 P 0 437 P 0 -0,44 1,4

1369066_at 1737,7 P 0 1299 P 0 -0,44 1,4

1369222_at 985,4 P 0 838,3 P 0 -0,44 1,4

1369435_at 71,4 P 0,03 67,4 P 0,05 -0,44 1,4

1370197_a_at 1079,4 P 0 888,6 P 0,01 -0,44 1,4

1370556_at 3003,4 P 0 2179,5 P 0 -0,44 1,4

1371323_at 5243,2 P 0 3454,4 P 0 -0,44 1,4

1372063_at 1701,9 P 0 1166,8 P 0 -0,44 1,4

1378004_at 462,7 P 0 353,7 P 0,01 -0,44 1,4

1383413_at 487,7 P 0 341,7 P 0 -0,44 1,4

1386269_x_at 102,4 P 0,01 74,2 P 0,02 -0,44 1,4

1386955_at 1763,6 P 0 1416,7 P 0 -0,44 1,4

1387577_at 309,1 P 0,01 377,1 P 0,01 -0,44 1,4

1389047_at 657,6 P 0 415,7 P 0,01 -0,44 1,4

1391898_at 477 P 0 325,1 P 0 -0,44 1,4

1393385_at 518,9 P 0,01 418,9 P 0,01 -0,44 1,4

1395066_at 544,6 P 0,01 342,3 P 0 -0,44 1,4

1395566_at 183,6 P 0,02 135,2 P 0,05 -0,44 1,4

1396147_at 135,9 P 0 113 P 0 -0,44 1,4



1399125_at 485,2 P 0 328,1 P 0,01 -0,44 1,4

1367563_at 2869,3 P 0 2455,3 P 0 -0,43 1,3

1367731_at 1835,7 P 0 1498,4 P 0 -0,43 1,3

1370225_at 329,6 P 0 241,9 P 0 -0,43 1,3

1370313_at 1841 P 0 1486,6 P 0 -0,43 1,3

1371933_at 1644 P 0 1185,9 P 0 -0,43 1,3

1372208_at 1162,2 P 0 860,2 P 0 -0,43 1,3

1374641_at 1142,9 P 0 963,2 P 0 -0,43 1,3

1376460_at 3374,7 P 0 2335,4 P 0 -0,43 1,3

1386540_at 2563 P 0 2219,1 P 0 -0,43 1,3

1386917_at 414,7 P 0,02 365 P 0,05 -0,43 1,3

1387107_at 439,8 P 0 323,6 P 0 -0,43 1,3

1387226_at 2908,8 P 0 2091,6 P 0 -0,43 1,3

1387834_at 286,2 P 0 305,5 P 0 -0,43 1,3

1388113_at 8300,4 P 0 5972,2 P 0 -0,43 1,3

1388143_at 345 P 0 205 P 0 -0,43 1,3

1388919_at 787,1 P 0 592,2 P 0 -0,43 1,3

1389505_at 792,7 P 0,01 564,5 P 0,01 -0,43 1,3

1390174_at 485,8 P 0 432,5 P 0 -0,43 1,3

1390554_at 403,7 P 0 604,2 P 0 -0,43 1,3

1393932_at 1175 P 0 925,9 P 0 -0,43 1,3

1369371_a_at 1679 P 0 1264 P 0 -0,42 1,3

1369687_at 296,5 P 0 205,6 P 0,01 -0,42 1,3

1371380_at 2448,9 P 0 1893,6 P 0 -0,42 1,3

1375127_at 182,4 P 0,04 174,6 P 0,01 -0,42 1,3

1376097_at 771,8 P 0 579,5 P 0 -0,42 1,3

1376952_at 2786,8 P 0 2103,6 P 0 -0,42 1,3

1377044_at 1585,1 P 0 1383,2 P 0 -0,42 1,3

1377719_a_at 732,8 P 0 641,8 P 0 -0,42 1,3

1377839_at 5541,7 P 0 4420,9 P 0 -0,42 1,3

1380810_at 925,6 P 0 587,3 P 0 -0,42 1,3

1389752_at 262,7 P 0 218,3 P 0,01 -0,42 1,3

1389896_at 334,7 P 0 237,6 P 0,01 -0,42 1,3

1390034_at 328,4 P 0 215,2 P 0 -0,42 1,3

1390255_at 699,4 P 0 517,2 P 0 -0,42 1,3

1394445_at 834,4 P 0 616,5 P 0 -0,42 1,3

1397637_at 575,9 P 0 419,1 P 0 -0,42 1,3

1367693_at 6814,8 P 0 5313,4 P 0 -0,41 1,3

1367805_at 2515,4 P 0 2006,8 P 0 -0,41 1,3

1368515_at 1904,6 P 0 1094,3 P 0 -0,41 1,3

1369384_at 338 P 0 256,3 P 0 -0,41 1,3

1374277_at 106,7 P 0,01 96,7 P 0,04 -0,41 1,3

1376583_at 2528,3 P 0 1672,6 P 0 -0,41 1,3

1378102_at 862,2 P 0 801,7 P 0 -0,41 1,3

1379206_at 2614,3 P 0 1957,2 P 0 -0,41 1,3

1379564_at 642,1 P 0 370,6 P 0 -0,41 1,3



1380990_at 1533,9 P 0 1313,5 P 0 -0,41 1,3

1383464_at 499,8 P 0 379,1 P 0 -0,41 1,3

1386937_at 8527,2 P 0 6389 P 0 -0,41 1,3

1386985_at 1089,3 P 0 736,7 P 0 -0,41 1,3

1388419_at 787,2 P 0 620,2 P 0 -0,41 1,3

1391090_at 2286,6 P 0 1716,1 P 0 -0,41 1,3

1391760_at 933 P 0 694,6 P 0 -0,41 1,3

1393283_at 606,2 P 0 487,5 P 0 -0,41 1,3

1398289_a_at 309,2 P 0 194,5 P 0,01 -0,41 1,3

1398615_at 1336,9 P 0 970,5 P 0 -0,41 1,3

1371202_a_at 964,4 P 0 843,7 P 0 -0,4 1,3

1371915_at 1310,2 P 0 1108,9 P 0 -0,4 1,3

1373255_at 2231,3 P 0 1310,6 P 0 -0,4 1,3

1373510_at 4913,5 P 0 3839,9 P 0 -0,4 1,3

1374462_at 1562,1 P 0 1213,6 P 0 -0,4 1,3

1375231_a_at 1892,4 P 0 1277 P 0 -0,4 1,3

1378926_at 290,3 P 0 256,8 P 0,01 -0,4 1,3

1382557_at 433,6 P 0 337 P 0 -0,4 1,3

1384771_at 491,2 P 0 422,5 P 0 -0,4 1,3

1384904_at 919,3 P 0 750,4 P 0 -0,4 1,3

1385050_at 332,6 P 0 300,8 P 0 -0,4 1,3

1389844_at 2052,5 P 0 1359,7 P 0 -0,4 1,3

1392122_x_at 144,3 P 0,02 120,5 P 0,02 -0,4 1,3

1395384_at 290,2 P 0,05 254 A 0,07 -0,4 1,3

1370519_at 4178,1 P 0 3485,1 P 0 -0,39 1,3

1371666_at 2440,7 P 0 1839,4 P 0 -0,39 1,3

1372250_at 2777,7 P 0 2313,1 P 0 -0,39 1,3

1372528_at 3956,5 P 0 3534,7 P 0 -0,39 1,3

1376808_at 510,3 P 0 378,6 P 0,01 -0,39 1,3

1382319_at 1796,9 P 0 1813,3 P 0 -0,39 1,3

1382535_at 1779,7 P 0 1394,2 P 0 -0,39 1,3

1383270_at 804,1 P 0,01 699,5 P 0,02 -0,39 1,3

1384302_at 10774,9 P 0 8106 P 0 -0,39 1,3

1386551_at 413,3 P 0,01 297,3 M 0,06 -0,39 1,3

1387373_at 762,2 P 0 638,8 P 0 -0,39 1,3

1388540_at 387,6 P 0 517,1 P 0,01 -0,39 1,3

1389347_at 1970,5 P 0 1561,5 P 0 -0,39 1,3

1390240_at 424,4 P 0 319,9 P 0 -0,39 1,3

1390477_at 2854,2 P 0 2216,8 P 0 -0,39 1,3

1392003_at 1161,3 P 0 853,8 P 0 -0,39 1,3

1397337_at 472,6 P 0,01 330,8 P 0,01 -0,39 1,3

1367629_at 5294,5 P 0 4159,6 P 0 -0,38 1,3

1367762_at 432,6 P 0 329,2 P 0 -0,38 1,3

1368572_a_at 1648,5 P 0 1373,2 P 0 -0,38 1,3

1369471_at 339,9 P 0 242,8 P 0 -0,38 1,3

1369974_at 2089,5 P 0 1610,8 P 0 -0,38 1,3



1370500_a_at 3460,2 P 0 2502,7 P 0 -0,38 1,3

1370590_at 654,1 P 0 557,2 P 0 -0,38 1,3

1370662_a_at 779,7 P 0 554,7 P 0 -0,38 1,3

1371528_at 1550,8 P 0 1244,9 P 0 -0,38 1,3

1371538_at 1662,8 P 0 1179,4 P 0 -0,38 1,3

1371716_at 1481,6 P 0 1123,4 P 0 -0,38 1,3

1372695_at 2118,9 P 0 1660,7 P 0 -0,38 1,3

1373385_at 1456,9 P 0 1334,4 P 0 -0,38 1,3

1373551_at 1822 P 0 1452,5 P 0 -0,38 1,3

1374147_at 181 P 0 144 P 0 -0,38 1,3

1380107_a_at 2073 P 0 1418,6 P 0 -0,38 1,3

1383760_at 191 P 0,01 94,5 P 0,04 -0,38 1,3

1389099_at 270,6 P 0 208,7 P 0,01 -0,38 1,3

1389129_at 179,6 P 0,01 110 P 0,01 -0,38 1,3

1389550_at 4809,1 P 0 3581,5 P 0 -0,38 1,3

1390493_at 2361,7 P 0 1861,8 P 0 -0,38 1,3

1392295_a_at 333,1 P 0 219,6 P 0 -0,38 1,3

1393477_at 3653,8 P 0 2644,5 P 0 -0,38 1,3

1396161_at 285,3 P 0 210,3 P 0,02 -0,38 1,3

1398389_at 1728,1 P 0 1167,9 P 0 -0,38 1,3

1367708_a_at 1569,8 P 0 987,6 P 0 -0,37 1,3

1368008_at 384,8 P 0 345,4 P 0 -0,37 1,3

1372998_at 1312 P 0 1235,4 P 0 -0,37 1,3

1373125_at 2470,3 P 0 1968,1 P 0 -0,37 1,3

1374241_at 595,1 P 0 310,5 P 0 -0,37 1,3

1374466_at 1458,3 P 0 1310,3 P 0 -0,37 1,3

1379324_at 6097,4 P 0 4985,9 P 0 -0,37 1,3

1380330_at 828,7 P 0 581,2 P 0,01 -0,37 1,3

1385070_at 5823,9 P 0 4380 P 0 -0,37 1,3

1387017_at 500,7 P 0 387,6 P 0 -0,37 1,3

1387121_a_at 5721,4 P 0 4439,3 P 0 -0,37 1,3

1390865_at 3419,7 P 0 2648,2 P 0 -0,37 1,3

1391951_at 466,3 P 0,01 284,1 P 0,01 -0,37 1,3

1395090_at 888 P 0 697,1 P 0 -0,37 1,3

1398368_at 1920,3 P 0 1301,6 P 0 -0,37 1,3

1367959_a_at 4782,6 P 0 3516,1 P 0 -0,36 1,3

1367992_at 4553,3 P 0 3516,7 P 0 -0,36 1,3

1368292_at 7645,8 P 0 6698,7 P 0 -0,36 1,3

1369756_a_at 727,5 P 0,01 574,4 P 0,02 -0,36 1,3

1370238_at 3881,4 P 0 2977 P 0 -0,36 1,3

1372040_at 1071,9 P 0 746,6 P 0 -0,36 1,3

1372864_at 542,3 P 0 362,7 P 0 -0,36 1,3

1375140_at 1180 P 0 747,2 P 0 -0,36 1,3

1376137_at 1883,6 P 0 1414,9 P 0 -0,36 1,3

1376881_at 606,6 P 0 509,4 P 0 -0,36 1,3

1378018_at 1263,8 P 0 1002,1 P 0 -0,36 1,3



1382250_at 1063,1 P 0 707,7 P 0,01 -0,36 1,3

1383054_at 258,9 P 0 247 P 0 -0,36 1,3

1383867_at 1593,4 P 0 1100,1 P 0 -0,36 1,3

1386961_at 2337 P 0 1824,6 P 0 -0,36 1,3

1387131_at 856,7 P 0 707,1 P 0 -0,36 1,3

1387923_at 2057,3 P 0 1610,4 P 0 -0,36 1,3

1389307_at 1600,1 P 0 1397,1 P 0 -0,36 1,3

1389963_at 1241 P 0 945 P 0 -0,36 1,3

1390097_at 2638,9 P 0 2192,8 P 0 -0,36 1,3

1390311_at 709,7 P 0 437,9 P 0 -0,36 1,3

1395424_at 2739,6 P 0 2097,3 P 0 -0,36 1,3

1371167_at 933 P 0 659,6 P 0 -0,35 1,3

1371701_at 4225,5 P 0 3176,8 P 0 -0,35 1,3

1372537_at 275,5 P 0 233,2 P 0 -0,35 1,3

1372825_at 1473 P 0 1161,4 P 0 -0,35 1,3

1373266_at 3298,8 P 0 2427 P 0 -0,35 1,3

1375651_at 11674 P 0 9003,7 P 0 -0,35 1,3

1375705_at 3212,6 P 0 2002,8 P 0 -0,35 1,3

1375882_at 3392,2 P 0 2682,2 P 0 -0,35 1,3

1377174_at 1124,9 P 0 787,6 P 0 -0,35 1,3

1378269_at 1283,4 P 0 953 P 0 -0,35 1,3

1381002_at 606,2 P 0,01 384,2 P 0,02 -0,35 1,3

1381183_at 1848 P 0 1560,7 P 0 -0,35 1,3

1381621_at 553 P 0 506,9 P 0 -0,35 1,3

1387261_at 648,5 P 0 506,1 P 0 -0,35 1,3

1388027_a_at 3800,9 P 0 2819,2 P 0 -0,35 1,3

1388300_at 1277,2 P 0 1017,7 P 0 -0,35 1,3

1388551_at 3478,2 P 0 2651 P 0 -0,35 1,3

1393547_at 4643 P 0 3699,1 P 0 -0,35 1,3

1393642_at 782,2 P 0,01 583,4 P 0,01 -0,35 1,3

1367653_a_at 5645,3 P 0 4830 P 0 -0,34 1,3

1369053_at 340,1 P 0 336,8 P 0,01 -0,34 1,3

1370218_at 5637,5 P 0 4450,6 P 0 -0,34 1,3

1374265_at 1071,9 P 0 956,1 P 0 -0,34 1,3

1378531_at 1993 P 0 1817,4 P 0 -0,34 1,3

1378587_at 3339,7 P 0 2480,1 P 0 -0,34 1,3

1378871_at 2773,1 P 0 2058,9 P 0 -0,34 1,3

1385229_at 756,9 P 0 609,3 P 0 -0,34 1,3

1388039_a_at 3759 P 0 2898,6 P 0 -0,34 1,3

1389557_at 342,1 P 0 288,7 P 0 -0,34 1,3

1390710_x_at 1277,5 P 0 1047,4 P 0 -0,34 1,3

1393408_at 1479,3 P 0 1300,3 P 0 -0,34 1,3

1393723_at 2731,2 P 0 2902,1 P 0 -0,34 1,3

1393736_at 1936,2 P 0 1413,9 P 0 -0,34 1,3

1394422_at 1078,3 P 0 818,6 P 0 -0,34 1,3

1398923_at 3044 P 0 2148,8 P 0 -0,34 1,3



1367996_a_at 644,9 P 0 432 P 0 -0,33 1,3

1370503_s_at 1099,4 P 0 838,3 P 0 -0,33 1,3

1370903_a_at 2249,3 P 0 1874,3 P 0 -0,33 1,3

1371702_at 4662,9 P 0 3628 P 0 -0,33 1,3

1372383_at 1762,1 P 0 1410,3 P 0 -0,33 1,3

1374913_at 966,1 P 0 733,6 P 0 -0,33 1,3

1375417_at 606,5 P 0 615,1 P 0,01 -0,33 1,3

1379736_at 2665,2 P 0 2037,3 P 0 -0,33 1,3

1380222_at 653 P 0,01 487,5 P 0,02 -0,33 1,3

1383363_at 8974,6 P 0 7183,3 P 0 -0,33 1,3

1385826_at 1150,9 P 0 941,5 P 0 -0,33 1,3

1387441_at 292,8 P 0 307,1 P 0,01 -0,33 1,3

1388559_at 1147 P 0 877 P 0 -0,33 1,3

1391118_at 377,2 P 0 221,8 P 0 -0,33 1,3

1392944_at 880,7 P 0 668,1 P 0 -0,33 1,3

1367799_at 7657 P 0 6008,1 P 0 -0,32 1,2

1369212_s_at 761,5 P 0 566,1 P 0,01 -0,32 1,2

1369453_at 712,3 P 0 623,1 P 0 -0,32 1,2

1371018_at 225,6 P 0,01 160,1 P 0,01 -0,32 1,2

1371424_at 598,2 P 0 459,6 P 0 -0,32 1,2

1372276_at 1102 P 0 868,7 P 0 -0,32 1,2

1372568_at 3106 P 0 2610,5 P 0 -0,32 1,2

1372849_at 488,4 P 0 347,9 P 0 -0,32 1,2

1374703_at 2974,9 P 0 2505,2 P 0 -0,32 1,2

1377168_at 477,5 P 0 451,1 P 0 -0,32 1,2

1377730_at 1588,1 P 0 1392,7 P 0 -0,32 1,2

1377780_at 1864,5 P 0 1471,1 P 0,01 -0,32 1,2

1377786_at 422,8 P 0 293,8 P 0 -0,32 1,2

1379545_at 17763,2 P 0 14040,6 P 0 -0,32 1,2

1386975_at 1082,9 P 0 866,7 P 0 -0,32 1,2

1388170_at 420,9 P 0 358,7 P 0 -0,32 1,2

1390345_at 980,2 P 0 911,9 P 0 -0,32 1,2

1393510_at 6727,1 P 0 4213,3 P 0 -0,32 1,2

1398406_at 2514,9 P 0 2308 P 0 -0,32 1,2

1367557_s_at 9225,7 P 0 7380,7 P 0 -0,31 1,2

1368962_at 141,2 P 0 118,8 P 0 -0,31 1,2

1373792_at 2127,6 P 0 1706,8 P 0 -0,31 1,2

1375994_at 376,3 P 0 302,1 P 0 -0,31 1,2

1384655_at 1667,8 P 0 1152,4 P 0 -0,31 1,2

1367620_at 5817,1 P 0 4617,9 P 0 -0,3 1,2

1376345_at 2806,7 P 0 2719,7 P 0 -0,3 1,2

1377576_at 550,3 P 0 436,6 P 0 -0,3 1,2

1379091_at 2239 P 0 1706,4 P 0 -0,3 1,2

1382048_at 1383,9 P 0 1246,6 P 0 -0,3 1,2

1376577_at 2602 P 0 2202,3 P 0 -0,29 1,2

1394668_at 7507 P 0 6099,8 P 0 -0,29 1,2



1396294_at 166,4 P 0,02 99,2 P 0,05 -0,29 1,2

1368098_a_at 4440,4 P 0 3583,6 P 0 -0,28 1,2

1371103_at 1335,7 P 0 1031,6 P 0 -0,28 1,2

1375648_at 249,7 P 0,02 143 P 0,04 -0,28 1,2

1376989_at 2036,6 P 0 1647,9 P 0 -0,28 1,2

1390555_at 1457,3 P 0 1135,6 P 0 -0,28 1,2

1391092_at 3526,9 P 0 2615,3 P 0 -0,28 1,2

1395354_at 1229,5 P 0 876,9 P 0 -0,28 1,2

1369093_at 1671,9 P 0 1320 P 0 -0,27 1,2

1370625_at 3106,3 P 0 2728 P 0 -0,26 1,2

1384786_at 124 P 0,05 87,9 A 0,15 -0,26 1,2

1388317_at 2284 P 0 1854,9 P 0 -0,26 1,2

1374160_at 2447,7 P 0 2051,3 P 0 -0,25 1,2

1383499_at 652,7 P 0 539,2 P 0 -0,25 1,2

1387968_at 935,8 P 0 587,4 P 0 -0,25 1,2

1367578_at 3370,2 P 0 2799,1 P 0 -0,24 1,2

1387683_at 364,4 P 0 277,1 P 0 -0,24 1,2

1376938_at 47,4 P 0 51,2 P 0,02 -0,23 1,2

1389015_at 887,2 P 0 718,8 P 0 -0,23 1,2

1389301_at 2299,7 P 0 1952,4 P 0 -0,23 1,2

1394833_at 8736,8 P 0 7319,3 P 0 -0,23 1,2

1395045_at 653,1 P 0,01 541,2 P 0,01 -0,22 1,2

1398826_s_at 350,7 P 0 238,6 P 0 -0,22 1,2

1386460_x_at 134 P 0,05 167,9 A 0,07 -0,21 1,2

1385782_at 1539,3 P 0 1018,3 P 0 -0,2 1,1



R4_3

Change Gene Title Pathway

I 0 Rat anti-acetylcholine receptor antibody gene, kappa-chain, VJC region, complete cds--- --- --- --- ---

I 0 Rattus norvegicus similar to Ig gamma-2B chain C region (LOC299352), mRNA--- --- --- --- ---

I 0 RT1 class Ib gene(Aw2)RT1Aw2 MHC_I;immune response;8.8e-138--- --- ---

I 0 Rattus norvegicus hypothetical LOC299269 (LOC299269), mRNA--- --- --- --- ---

I 0 RT1 class Ib gene(Aw2)RT1Aw2 MHC_I;immune response;8.8e-138--- --- ---

I 0 Rattus norvegicus similar to joining chain (LOC360922), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_006410.1 (H.sapiens)  small inducible cytokine B subfamily (Cys-X-Cys motif), member 13 (B-cell chemoattractant); B-cell-homing chemokine (ligand for Burkitt's lymphoma receptor-1) [Homo sapiens]--- --- --- --- ---

I 0 transporter 1, ATP-binding cassette, sub-family B (MDR/TAP)Tap1 transport /// oligopeptide transport /// defense response /// immune responsenucleotide binding /// ATP-binding cassette (ABC) transporter activity /// ATP binding /// oligopeptide transporter activityextracellular space /// integral to plasma membrane /// membrane /// integral to membrane---

I 0 Rat Ig active lambda2-like chain mRNA, 3' end--- --- --- --- ---

I 0 coagulation factor 10F10 proteolysis and peptidolysis /// blood coagulationblood coagulation factor activity /// serine-type endopeptidase activity /// chymotrypsin activity /// trypsin activity /// peptidase activity /// hydrolase activity /// 3.4.21.6;coagulation factor Xa activity;4.28e-142 /// gla;calcium ion binding;1.8e-20extracellular /// extracellular space /// extrachromosomal DNA---

I 0 Rattus norvegicus similar to interferon-stimulated protein (LOC298693), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to chromosome 17 open reading frame 27 (LOC303735), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 complement component 3C3 inflammatory response /// complement activation /// complement activation, alternative pathway /// complement activation, classical pathwaycomplement activity /// endopeptidase inhibitor activity /// ATP bindingextracellular /// extracellular spaceComplement_Activation_Classical

I 0 Rattus norvegicus similar to ubiquitin-activating enzyme E1-like; Ubiquitin-activating enzyme-2; ubiquitin-activating enzyme E1, like (LOC301000), mRNA--- --- --- --- ---

I 0 Rat anti-acetylcholine receptor antibody gene, rearranged Ig gamma-2a chain, VDJC region, complete cds--- --- --- --- ---

I 0 Rattus norvegicus similar to C-type (calcium dependent, carbohydrate-recognition domain) lectin, superfamily member 6; dendritic cell immunoreceptor; C-type lectin (LOC362430), mRNA--- --- --- --- ---

I 0 low affinity immunoglobulin gamma FC region receptor II precursorFcgr2 --- --- --- ---

I 0 Rat MHC class II RT1.u-D-alpha chain mRNA, 3' end--- --- --- --- ---

I 0 intermediate conductance calcium-activated potassium channelKcnn4 ion transport calcium-activated potassium channel activity /// SK_channel;small conductance calcium-activated potassium channel activity;6.1e-34--- ---

I 0 small inducible cytokine A2Scya2 chemotaxis /// inflammatory response /// immune response /// signal transductionG-protein-coupled receptor binding /// cytokine activity /// protein binding /// chemokine activityextracellular /// extracellular space---

I 0 CD74 antigen (invariant polpypeptide of major histocompatibility class II antigen-associated)Cd74 immune responsechaperone activityintegral to membrane---

I 0 protein tyrosine phosphatase, receptor type, CPtprc protein amino acid dephosphorylation /// cellular defense response /// transmembrane receptor protein tyrosine phosphatase signaling pathwayphosphoprotein phosphatase activity /// protein-tyrosine-phosphatase activity /// prenylated protein tyrosine phosphatase activity /// protein binding /// hydrolase activityextracellular space /// plasma membrane /// integral to membrane---

I 0 Rattus norvegicus similar to interferon regulatory factor 7 (LOC293624), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 guanylate binding protein 2, interferon-inducibleGbp2 --- GBP;GTPase activity;3.1e-167--- ---

I 0 --- --- --- --- --- ---

I 0 Best5 protein Best5 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 RT1 class Ib gene, H2-TL-like, grc region (N1)RT1-N1 MHC_I;immune response;6.3e-52--- --- ---

I 0 complement component 2C2 proteolysis and peptidolysis /// complement activation /// complement activation, classical pathwayclassical-complement-pathway C3/C5 convertase activity /// serine-type endopeptidase activity /// chymotrypsin activity /// trypsin activity /// hydrolase activityextracellular space---

I 0 Rattus norvegicus similar to IG GAMMA-2C CHAIN C REGION (LOC362795), mRNA--- --- --- --- ---

I 0 neutrophil cytosolic factor 1Ncf1 PX;intracellular signaling cascade;9.3e-25--- --- ---

I 0 Rattus norvegicus similar to onzin (LOC360914), mRNA--- --- --- --- ---

I 0 chemokine (C-X-C motif) ligand 10Cxcl10 cell motility /// chemotaxis /// inflammatory response /// immune response /// signal transduction /// muscle development /// positive regulation of cell proliferation /// protein secretioncytokine activity /// chemokine activityextracellular---

I 0 butyrophilin-like 2 (MHC class II associated)Btnl2 --- --- --- ---
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I 0 myxovirus (influenza virus) resistanceMx1 defense response /// immune responseGTPase activity /// GTP bindingnucleus ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 MHC class Ib RT1.S3RT1.S3 --- --- --- ---

I 0 Rattus norvegicus similar to 5830458K16Rik protein (LOC360733), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:Q9UMW8 (H.sapiens) UBPI_HUMAN Ubiquitin carboxyl-terminal hydrolase 18 (Ubiquitin thiolesterase 18) (Ubiquitin-specific processing protease 18) (Deubiquitinating enzyme 18) (Ubiquitin-specific protease ISG43) (hUBP43)--- --- --- --- ---

I 0 RT1 class Ib gene(Aw2)RT1Aw2 MHC_I;immune response;8.8e-138--- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_077024.1 (H.sapiens)  hypothetical protein FLJ11354 [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus similar to Ac2-233 (LOC303163), mRNA--- --- --- --- ---

I 0 Rat MHC RT1 class II E-beta chain mRNA, 3' end--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to interferon-inducible GTPase (LOC307414), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Rho GTPase activating protein 2 (LOC306279), mRNA--- --- --- --- ---

I 0 Rat mRNA for MHC class II antigen RT1.B-1 beta-chain--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_005477.1 (H.sapiens)  target of myb1-like 1 (chicken); target of myb 1-like 1; target of myb1 (chicken) homolog-like 1 [Homo sapiens]--- --- --- --- ---

I 0 Annexin III (Lipocortin III)Anx3 --- annexin;calcium ion binding;2.4e-26--- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:T46488 (H.sapiens) T46488 hypothetical protein DKFZp434J065.1 - human (fragment)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 RT1 class Ib gene(Aw2)RT1Aw2 MHC_I;immune response;8.8e-138--- --- ---

I 0 Rattus norvegicus similar to C1q C chain (LOC362634), mRNA--- --- --- --- ---

I 0 complement component 2C2 proteolysis and peptidolysis /// complement activation /// complement activation, classical pathwayclassical-complement-pathway C3/C5 convertase activity /// serine-type endopeptidase activity /// chymotrypsin activity /// trypsin activity /// hydrolase activityextracellular space---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 schlafen 4 Slfn4 --- --- --- ---

I 0 heme oxygenase  1Hmox1 phospholipid metabolism /// heme oxidation /// intracellular signaling cascade /// small GTPase mediated signal transduction /// DNA damage response, signal transduction resulting in induction of apoptosisheme oxygenase (decyclizing) activity /// phospholipase D activity /// oxidoreductase activitymicrosome /// plasma membrane /// integral to membrane---

I 0 peptidylprolyl isomerase C-associated proteinPpicap --- SRCR;scavenger receptor activity;4.2e-38--- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_060124.1 (H.sapiens)  hypothetical protein FLJ20073 [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:A37244 (H.sapiens) A37244 nuclear autoantigen Sp-100 - human--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_112092.1 (H.sapiens)  apolipoprotein L, 2 [Homo sapiens]--- --- --- --- ---

I 0 allograft inflammatory factor 1Aif1 macrophage activationcalcium ion binding--- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to macrosialin (LOC287435), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Complement component 1, q subcomponent, alpha polypeptide (LOC298566), mRNA--- --- --- --- ---

I 0 complement component 1, q subcomponent, beta polypeptideC1qb complement activation, classical pathway--- --- Complement_Activation_Classical

I 0 Rattus norvegicus similar to This ORF is capable of encoding 404aa which is homologous to two human interferon-inducible proteins, 54 kDa and 56 kDa proteins; ORF (LOC309526), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Expressed sequence AU043488 (LOC362893), mRNA--- --- --- --- ---

I 0 Rattus norvegicus partial mRNA for immunoglobulin alpha heavy chain (partial), complete constant region--- --- --- --- ---

I 0 Rattus norvegicus similar to Apolipoprotein L3 (Apolipoprotein L-III) (ApoL-III) (TNF-inducible protein CG12-1) (CG12_1) (LOC315106), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to putative nuclear protein (LOC301570), mRNA--- --- --- --- ---

I 0 integrin alpha M Itgam --- --- --- ---

I 0 lectin, galactose binding, soluble 3Lgals3 heterophilic cell adhesionsugar binding /// IgE binding--- ---

I 0 Rattus norvegicus similar to schlafen2 (LOC303380), mRNA--- --- --- --- ---

I 0 vav 1 oncogene Vav1 intracellular signaling cascade /// cell growth and/or maintenanceguanyl-nucleotide exchange factor activity /// diacylglycerol binding--- ---



I 0 Rattus norvegicus similar to RIKEN cDNA 3110037K17 (LOC362431), mRNA--- --- --- --- ---

I 0 Rattus norvegicus paired Ig-like receptor-B (Pirb) mRNA, complete cds--- --- --- --- ---

I 0 palmitoyl-protein thioesterase 2Ppt2 protein modificationcatalytic activity /// palmitoyl-(protein) hydrolase activity /// hydrolase activity /// A2M_N;endopeptidase inhibitor activity;0lysosome ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 25 oligoadenylate synthetaseOas1 response to virus2'-5'-oligoadenylate synthetase activity--- ---

I 0 macrophage expressed gene 1Mpeg1 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 MHC class Ib RT1.S3RT1.S3 --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA A430056A10; expressed sequence AW261460 (LOC310969), mRNA--- --- --- --- ---

I 0 RT1 class Ib gene(Aw2)RT1Aw2 --- --- --- ---

I 0 interferon, alpha-inducible protein 27-likeIfi27l --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- MHC_I;immune response;8.8e-138--- --- ---

I 0 Rattus norvegicus similar to hypothetical protein FLJ20637 (LOC362376), mRNA--- --- --- --- ---

I 0 MHC class Ib RT1.S3RT1.S3 --- --- --- ---

I 0 CCAAT/enhancer binding protein (C/EBP), betaCebpb regulation of transcription, DNA-dependent /// anti-apoptosis /// induction of apoptosis /// neuron differentiationDNA binding /// protein binding /// apoptosis activator activity /// transcriptional activator activitynucleus /// cytoplasm---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 proteosome (prosome, macropain) subunit, beta type 9Psmb9 ubiquitin-dependent protein catabolism /// immune responseendopeptidase activity /// proteasome endopeptidase activity /// peptidase activity /// hydrolase activityproteasome complex (sensu Eukarya) /// cytosol /// proteasome core complex (sensu Eukarya)---

I 0 Rattus norvegicus similar to interferon stimulated gene factor 3 gamma (LOC305896), mRNA--- --- --- --- ---

I 0 cathepsin Y LOC252929 --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_061838.1 (H.sapiens)  triggering receptor expressed on myeloid cells 2 [Homo sapiens]--- --- --- --- ---

I 0 glycoprotein (transmembrane) nmbGpnmb --- --- --- ---

I 0 myxovirus (influenza virus) resistance 2Mx2 defense response /// immune responseGTPase activity /// GTP binding--- ---

I 0 interferon induced transmembrane protein 3-likeIfitm3l --- --- --- ---

I 0 Rattus norvegicus similar to pleckstrin (LOC364206), mRNA--- --- --- --- ---

I 0 lectin, galactose binding, soluble 5Lgals5 heterophilic cell adhesionsugar binding --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:A35241 (H.sapiens) A35241 IgE Fc receptor gamma chain precursor - human--- --- --- --- ---

I 0 Rattus norvegicus similar to histocompatibility 28 (LOC310968), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide RIG-I; RNA helicase (LOC297989), mRNA--- --- --- --- ---

I 0 proteosome (prosome, macropain) subunit, beta type 8Psmb8 ubiquitin-dependent protein catabolism /// immune responseendopeptidase activity /// proteasome endopeptidase activity /// peptidase activity /// hydrolase activitycytosol /// proteasome core complex (sensu Eukarya)---

I 0 Annexin III (Lipocortin III)Anx3 --- annexin;calcium ion binding;2.4e-26--- ---

I 0 complement component 2C2 proteolysis and peptidolysis /// complement activation /// complement activation, classical pathwayclassical-complement-pathway C3/C5 convertase activity /// serine-type endopeptidase activity /// chymotrypsin activity /// trypsin activity /// hydrolase activityextracellular space---

I 0 Rattus norvegicus similar to DKFZP434H132 protein (LOC315702), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to transmembrane receptor CD16-2 (LOC304966), mRNA--- --- --- --- ---

I 0 lysosomal-associated protein transmembrane 5Laptm5 --- --- lysosome /// Mtp;integral to membrane;9.6e-163---

I 0 lectin, galactose binding, soluble 9Lgals9 ion transport /// heterophilic cell adhesionsugar binding --- ---

I 0 Metallothionein Mt1a zinc ion homeostasis /// nitric oxide mediated signal transductioncopper ion binding /// zinc ion binding /// metal ion bindinglysosome /// cytosol---

I 0 Rattus norvegicus similar to joining chain (LOC360922), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 serine (or cysteine) proteinase inhibitor, clade G (C1 inhibitor), member 1, (angioedema, hereditary)Serping1 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 MHC class Ib RT1.S3RT1.S3 --- --- --- ---

I 0 signal transducer and activator of transcription 1Stat1 --- STAT_prot;transcription factor activity;5e-71--- TGF_Beta_Signaling_Pathway

I 0 apolipoprotein B editing complex 1Apobec1 mRNA editing /// mRNA processing /// cytidine to uridine editing /// lipoprotein metabolismzinc ion binding /// hydrolase activity--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to CD2 antigen family, member 10; CD84-H1 precursor (LOC289235), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to B cell linker protein BLNK (LOC361756), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 tissue inhibitor of metalloproteinase 1Timp1 C21-steroid hormone biosynthesismetalloendopeptidase inhibitor activityextracellular matrixMatrix_Metalloproteinases

I 0 signal transducer and activator of transcription 1Stat1 --- STAT_prot;transcription factor activity;5e-71--- TGF_Beta_Signaling_Pathway

I 0 DAMP-1 protein DAMP-1 --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_036400.1 (H.sapiens)  similar to vaccinia virus HindIII K4L ORF [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus similar to cell surface glycoprotein (LOC316137), mRNA--- --- --- --- ---

I 0 RT1 class Ib gene(Aw2)RT1Aw2 MHC_I;immune response;8.8e-138--- --- ---

I 0 Rattus norvegicus similar to Ac2-233 (LOC303163), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein FLJ20037 (LOC300870), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I61861 (H.sapiens) I61861 MHC HLA-B44.2 chain - human--- MHC_I;immune response;8.8e-138--- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 cyclin-dependent kinase inhibitor 1ACdkn1a --- CDI;cyclin-dependent protein kinase inhibitor activity;3.4e-18--- ---

I 0 RT1 class Ib gene(Aw2)RT1Aw2 --- --- --- ---

I 0 Rattus norvegicus similar to LRG-47 (LOC303090), mRNA--- --- --- --- ---

I 0 signal transducer and activator of transcription 1Stat1 --- STAT_prot;transcription factor activity;5e-71--- TGF_Beta_Signaling_Pathway

I 0 Rattus norvegicus similar to interferon stimulated gene factor 3 gamma (LOC305896), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Ribonuclease 6 precursor (LOC292306), mRNA--- --- --- --- ---

I 0 Rattus norvegicus LOC361105 (LOC361105), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to DAP12 (LOC361537), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to oriLyt TD-element binding protein 7 (LOC366994), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Nmi protein (LOC311021), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus CDK104 mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to CLLL8 protein; chromosome 13 open reading frame 4 (LOC305931), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:S12207 (M.musculus) S12207 hypothetical protein (B2 element) - mouse--- MHC_I;immune response;8.8e-138--- --- ---

I 0 endothelial type gp91-phox geneCybb --- --- --- ---

I 0 CD4 antigen Cd4 defense response /// immune response /// transmembrane receptor protein tyrosine kinase signaling pathway /// T-cell differentiation /// T-cell selection /// positive regulation of interleukin-2 biosynthesiscoreceptor activity /// MHC class II protein bindingextracellular space /// plasma membrane /// membrane /// integral to membrane /// T-cell receptor complex---

I 0 Rattus norvegicus similar to 9930021O16 protein (LOC362343), mRNA--- --- --- --- ---

I 0 cathepsin C Ctsc proteolysis and peptidolysiscysteine-type endopeptidase activity /// dipeptidyl-peptidase I activity /// peptidase activity /// cysteine-type peptidase activity /// hydrolase activityextracellular space /// lysosome---

I 0 Rattus norvegicus similar to Plec1 protein (LOC300043), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:I52726 (H.sapiens) I52726 microtubule-associated protein EB1 [imported] - human--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P20138 (H.sapiens) CD33_HUMAN Myeloid cell surface antigen CD33 precursor (GP67)--- --- --- --- ---

I 0 Rattus norvegicus similar to interferon consensus sequence-binding protein - mouse (LOC292060), mRNA--- --- --- --- ---

I 0 beta-2 microglobulinB2m defense response /// cellular defense response /// antigen presentation, endogenous antigen /// antigen processing, endogenous antigen via MHC class IMHC class I receptor activity /// 7tm_1;rhodopsin-like receptor activity;1.5e-17extracellular space /// plasma membrane /// integral to plasma membrane---

I 0 Rattus norvegicus similar to lysyl oxidase-related protein C (LOC309380), mRNA--- --- --- --- ---

I 0 fibrinogen-like 2 Fgl2 --- --- --- Blood_Clotting_Cascade

I 0 Rattus norvegicus similar to Ac2-233 (LOC303163), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 4930568P13 (LOC315348), mRNA--- --- --- --- ---

I 0 Rattus norvegicus cDNA clone MGC:72607 IMAGE:5599464, complete cds--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to thymidylate kinase family LPS-inducible member; thymidylate kinase homologue (LOC314004), mRNA--- --- --- --- ---



I 0 glutathione S-transferase, alpha 1Gsta1 glutathione metabolismglutathione transferase activity /// transferase activity--- ---

I 0 Rattus norvegicus similar to thymidylate kinase family LPS-inducible member; thymidylate kinase homologue (LOC314004), mRNA--- --- --- --- ---

I 0 macrophage expressed gene 1Mpeg1 --- --- --- ---

I 0 Rattus norvegicus similar to 2,5-oligoadenylate synthetase-like 9 (LOC304545), mRNA--- --- --- --- ---

I 0 fibrinogen-like 2 Fgl2 --- --- --- Blood_Clotting_Cascade

I 0 Fc receptor, IgG, low affinity IIIFcgr3 cell-mediated immune responsereceptor activity /// IgG bindingintegral to membrane---

I 0 Rattus norvegicus hypothetical LOC297077 (LOC297077), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to caspase recruitment domain family member 11 (LOC304314), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P04732 (H.sapiens) MT1E_HUMAN METALLOTHIONEIN-IE (MT-1E)--- --- --- --- ---

I 0 TORID TORID --- --- --- ---

I 0 actin related protein 2/3 complex, subunit 1BArpc1b --- --- Arp2/3 protein complex---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus similar to Interferon-induced 35 kDa protein homolog (IFP 35) (LOC287719), mRNA--- --- --- --- ---

I 0 CD53 antigen Cd53 --- --- plasma membrane /// integral to membrane---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Retinoic acid receptor responder protein 1 (Tazarotene-induced gene 1 protein) (RAR-responsive protein TIG1) (LOC310486), mRNA--- --- --- --- ---

I 0 caspase 12 Casp12 induction of apoptosis3.4.22.36;caspase activity;4.16e-113 /// Peptidase_C14;caspase activity;7.7e-93--- ---

I 0 B-factor, properdinBf proteolysis and peptidolysis /// complement activation, alternative pathway /// cell proliferationcomplement activity /// alternative-complement-pathway C3/C5 convertase activity /// serine-type endopeptidase activity /// chymotrypsin activity /// trypsin activity /// hydrolase activity /// 3.4.21.43;classical-complement-pathway C3/C5 convertase activity;4.83e-153extracellular space---

I 0 heat shock 27kDa protein 1Hspb1 --- --- --- ---

I 0 Rattus norvegicus similar to G protein-coupled receptor 84 (LOC367000), mRNA--- --- --- --- ---

I 0 complement component 1, s subcomponentC1s --- 3.4.21.42;complement component C1s activity;1.12e-182--- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_081111.1 (M.musculus)  MS4A6D protein [Mus musculus]--- --- --- --- ---

I 0 Rattus norvegicus similar to germinal histone H4 gene (LOC364721), mRNA--- --- --- --- ---

I 0 CD37 antigen Cd37 --- --- plasma membrane /// integral to membrane---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 peptide/histidine transporter PHT2Pht2 protein catabolismproton-dependent oligopeptide transporter activity /// PTR2;transporter activity;3.2e-32lysosomal membrane---

I 0 major histocompatibility complex, class II, DM betaHla-dmb --- --- --- ---

I 0 granulin Grn lipid catabolism phospholipase A2 activity /// cytokine activity /// calcium ion bindingextracellular space---

I 0 lysosomal-associated protein transmembrane 5Laptm5 --- --- lysosome /// Mtp;integral to membrane;9.6e-163---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to EN-7 protein (LOC366957), mRNA--- --- --- --- ---

I 0 cathepsin C Ctsc proteolysis and peptidolysiscysteine-type endopeptidase activity /// dipeptidyl-peptidase I activity /// peptidase activity /// cysteine-type peptidase activity /// hydrolase activityextracellular space /// lysosome---

I 0 Rattus norvegicus similar to Ubce8 protein (LOC295704), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 lymphocyte cytosolic protein 2 (SH2 domain-containing leukocyte protein of 76kD)Lcp2 SH2;intracellular signaling cascade;8.6e-16--- --- ---

I 0 Rattus norvegicus similar to putative nuclear protein (LOC301570), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Apbb1ip protein (LOC307171), mRNA--- --- --- --- ---

I 0 endothelial type gp91-phox geneCybb --- Ferric_reduct;oxidoreductase activity;2.3e-196--- ---

I 0 Rattus norvegicus similar to G0S2-like protein (LOC289388), mRNA--- --- --- --- ---

I 0 protease (prosome, macropain) 28 subunit, alphaPsme1 immune responseproteasome activator activitycytosol /// proteasome activator complex---

I 0 Fc receptor, IgG, low affinity IIIFcgr3 cell-mediated immune responsereceptor activity /// IgG bindingintegral to membrane---

I 0 Rattus norvegicus similar to cholesterol 25-hydroxylase (LOC309527), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Macrophage colony stimulating factor I receptor precursor (CSF-1-R) (Fms proto-oncogene) (c-fms) (LOC307403), mRNA--- --- --- --- ---

I 0 vascular cell adhesion molecule 1Vcam1 cell adhesion /// cell-cell adhesioncell adhesion molecule activityextracellular space /// plasma membrane /// membrane /// integral to membrane---

I 0 Rattus norvegicus similar to hypothetical protein MGC29390 (LOC303903), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to MD-1 (LOC291359), mRNA--- --- --- --- ---



I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 RT1 class Ib gene(Aw2)RT1Aw2 MHC_I;immune response;8.8e-138--- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to ENSANGP00000012385 (LOC360934), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to osteoclast inhibitory lectin (LOC362447), mRNA--- --- --- --- ---

I 0 selenoprotein P, plasma, 1Sepp1 --- --- --- ---

I 0 CD48 antigen Cd48 --- --- extrinsic to plasma membrane, GPI-anchored---

I 0 cytochrome P450, family 27, subfamily a, polypeptide 1Cyp27 p450;electron transport;1.4e-118--- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 tissue inhibitor of metalloproteinase 2Timp2 --- enzyme activator activity /// metalloendopeptidase inhibitor activityextracellular matrix /// extracellular spaceMatrix_Metalloproteinases

I 0 cathepsin S Ctss proteolysis and peptidolysiscysteine-type endopeptidase activity /// cathepsin S activity /// cysteine-type peptidase activity /// hydrolase activitylysosome ---

I 0 epididymal secretory protein 1re1 --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P10266 (H.sapiens) POL1_HUMAN Endogenous retrovirus HERV-K10 putative pol polyprotein [Includes: Reverse transcriptase ; Endonuclease]--- --- --- --- ---

I 0 ceruloplasmin Cp iron ion homeostasis /// plasma membrane copper ion transportferroxidase activity /// multicopper ferroxidase iron transport mediator activity /// copper ion binding /// oxidoreductase activityextracellular space---

I 0 Rat Ig active lambda2-like chain mRNA, 3' end--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to B aggressive lymphoma (LOC303905), mRNA--- --- --- --- ---

I 0 secreted phosphoprotein 1Spp1 ossification /// anti-apoptosis /// inflammatory response /// cell adhesion /// cell-matrix adhesion /// cell-cell signaling /// negative regulation of bone mineralization /// immune cell chemotaxis /// T-helper 1 type immune response /// positive regulation of T-cell proliferation /// regulation of myeloid blood cell differentiationdefense/immunity protein activity /// cytokine activity /// integrin binding /// cell adhesion molecule activity /// growth factor activity /// apoptosis inhibitor activity /// chemoattractant activityextracellular /// extracellular matrix /// extracellular spaceTGF_Beta_Signaling_Pathway

I 0 WNT1 inducible signaling pathway protein 2Wisp2 --- IGFBP;insulin-like growth factor binding;1.2e-09--- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus similar to rat Axl shortform (LOC308444), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to lymphocyte cytosolic protein 1 (LOC306071), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Fgd1 family, member 2; faciogenital dysplasia homolog 2 (human) (LOC309653), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 1810019A08 (LOC310663), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_077024.1 (H.sapiens)  hypothetical protein FLJ11354 [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Annexin III (Lipocortin III)Anx3 --- --- --- ---

I 0 Rattus norvegicus similar to unc93 homolog B (LOC361689), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to lysosomal thiol reductase precursor (LOC290644), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- Lamp;membrane;3e-221---

I 0 CD44 antigen Cd44 ureteric bud branching /// defense response /// cell adhesionreceptor activity /// cell adhesion receptor activity /// cell adhesion molecule activity /// hyaluronic acid bindingplasma membrane /// membrane /// integral to membrane---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rat ig delta heavy chain constant region and 3' ut, mrna--- --- --- --- ---

I 0 neurogranin Nrgn protein kinase cascadecalmodulin binding--- ---

I 0 thymosin beta-4 Tmsb4x protein complex assembly /// immune response /// developmentactin binding /// actin modulating activitycytoskeleton---

I 0 cathepsin H Ctsh proteolysis and peptidolysiscysteine-type endopeptidase activity /// cathepsin H activity /// peptidase activity /// cysteine-type peptidase activity /// hydrolase activityextracellular space /// lysosome---

I 0 Rattus norvegicus LOC361804 (LOC361804), mRNA--- --- --- --- ---

I 0 Protein kinase, interferon-inducible double stranded RNA dependentPrkr --- RNA binding /// protein kinase activity /// dsrm;double-stranded RNA binding;2.5e-24--- ---

I 0 ceruloplasmin Cp iron ion homeostasis /// plasma membrane copper ion transportferroxidase activity /// multicopper ferroxidase iron transport mediator activity /// copper ion binding /// oxidoreductase activityextracellular space---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 tumor necrosis factor receptor superfamily, member 1aTnfrsf1a apoptosis /// signal transductionreceptor activityintegral to membraneApoptosis /// Inflammatory_Response_Pathway

I 0 Rattus norvegicus similar to germinal histone H4 gene (LOC306963), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to centromere protein J; centrosomal P4.1-associated protein; LYST-interacting protein LIP1; LAG-3-associated protein (LOC305909), mRNA--- --- --- --- ---



I 0 Rattus norvegicus similar to Integrin beta-2 precursor (Cell surface adhesion glycoproteins LFA-1/CR3/P150,95 beta-subunit) (CD18) (Complement receptor C3 beta-subunit) (LOC309684), mRNA--- --- --- --- ---

I 0 neuropilin Nrp --- --- --- ---

I 0 Rattus norvegicus similar to Ab1-133 (LOC296384), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Nmi protein (LOC311021), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:O95477 (H.sapiens) ABC1_HUMAN ATP-binding cassette, sub-family A, member 1 (ATP-binding cassette transporter 1) (ATP-binding cassette 1) (ABC-1) (Cholesterol efflux regulatory protein)--- --- --- --- ---

I 0 apoptosis-associated speck-like protein containing a CARDAsc induction of apoptosis--- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 antisense basic fibroblast growth factorNudt6 --- hydrolase activity--- ---

I 0 Rattus norvegicus similar to EGF-containing fibulin-like extracellular matrix protein 1 precursor (Fibulin-3) (FIBL-3) (T16 protein) (LOC305604), mRNA--- --- --- --- ---

I 0 glycoprotein 38 Gp38 lung development--- extracellular space /// plasma membrane /// integral to membrane---

I 0 Rattus norvegicus similar to 2810022L02Rik protein (LOC316426), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 interleukin 18 Il18 angiogenesis /// immune response /// induction of apoptosis via death domain receptors /// regulation of cell adhesion /// sleep /// T-helper 1 type immune response /// interferon-gamma biosynthesis /// positive regulation of activated T-cell proliferation /// regulation of circadian sleep/wake cycle, non-REM sleepcytokine activity /// interleukin-1 receptor binding /// apoptosis activator activityextracellular---

I 0 complement component factor hCfh --- --- --- ---

I 0 cholecystokinin Cck --- hormone activityextracellular /// extracellular space---

I 0 caspase 1 Casp1 proteolysis and peptidolysis /// apoptosiscaspase activity /// caspase-1 activity /// cysteine-type peptidase activity /// apoptosis regulator activity /// hydrolase activity /// caspase activityintracellular---

I 0 SHC (Src homology 2 domain-containing) transforming protein 1Shc1 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 solute carrier family 7, member 3Slc7a3 transport /// amino acid transport /// L-arginine transport /// L-lysine transportamino acid-polyamine transporter activity /// L-arginine transporter activity /// L-lysine transporter activity /// cationic amino acid transporter activity /// amino acid permease activityintegral to plasma membrane /// membrane /// integral to membrane---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_060124.1 (H.sapiens)  hypothetical protein FLJ20073 [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 chemokine (C-X-C motif) ligand 11Cxcl11 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to ATP-binding cassette, subfamily G, member 3 (LOC289453), mRNA--- --- --- --- ---

I 0 tropomyosin isoform 6LOC286890 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 arachidonate 5-lipoxygenase activating proteinAlox5ap leukotriene metabolism /// leukotriene biosynthesisenzyme activator activityintegral to membraneEicosanoid_Synthesis

I 0 major histocompatibility complex, class II, DM alphaHla-dma --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein prf:2018199A (E. coli) 2018199A beta lactamase IRT-4 [Escherichia coli]--- --- --- --- ---

I 0 acyl-coenzyme A:cholesterol acyltransferaseSoat1 cholesterol metabolismsterol O-acyltransferase activity /// acyltransferase activity /// transferase activityendoplasmic reticulum /// integral to membrane---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 vimentin Vim --- --- kinesin complex /// intermediate filament---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I60307 (E. coli) I60307 beta-galactosidase, alpha peptide - Escherichia coli--- --- --- --- ---

I 0 protease (prosome, macropain) 28 subunit, betaPsme2 immune responseproteasome activator activitycytosol /// proteasome activator complex---

I 0 synaptogyrin 2 Syngr2 --- --- membrane /// integral to membrane---

I 0 Rattus norvegicus similar to germinal histone H4 gene (LOC306963), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA C730007L20 gene (LOC364396), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Nuclear autoantigen Sp-100 (Speckled 100 kDa) (Nuclear dot-associated Sp100 protein) (LOC363269), mRNA--- --- --- --- ---

I 0 pyrimidinergic receptor P2Y, G-protein coupled, 6P2ry6 G-protein coupled receptor protein signaling pathwayrhodopsin-like receptor activity /// G-protein coupled receptor activityintegral to membrane /// basolateral plasma membrane /// apical plasma membrane---



I 0 Rattus norvegicus similar to ADIR1 (LOC304884), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 moesin Msn --- structural molecule activitycytoskeleton---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to ubiquitin-activating enzyme E1-like; Ubiquitin-activating enzyme-2; ubiquitin-activating enzyme E1, like (LOC301000), mRNA--- --- --- --- ---

I 0 forkhead box O1 Foxo1 regulation of transcription, DNA-dependent /// development /// regulation of mitotic cell cycle /// brain development /// neuron differentiationDNA binding /// transcription factor activitynucleus /// transcription factor complex---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to 4930431B09Rik protein (LOC310721), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Golgi phosphoprotein 2 (LOC306725), mRNA--- --- --- --- ---

I 0 interferon regulatory factor 1Irf1 regulation of transcription, DNA-dependent /// immune responseDNA binding /// transcription factor activitynucleus ---

I 0 villin 2 Vil2 --- structural molecule activitycytoskeleton---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 S-100 related protein, clone 42CS100a10 --- calcium ion binding--- ---

I 0 zinc finger protein 36, C3H type-like 1Zfp36l1 --- nucleic acid binding /// DNA bindingnucleus ---

I 0 --- --- --- --- --- ---

I 0 protein tyrosine phosphatase, non-receptor type 6Ptph6 SH2;intracellular signaling cascade;3e-31--- --- ---

I 0 DNA-damage inducible transcript 3Ddit3 regulation of transcription, DNA-dependent /// cell cycle arrestDNA binding nucleus ---

I 0 crystallin, alpha CCryac --- --- --- ---

I 0 tumor necrosis factor induced protein 6Tnfip6 --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I60307 (E. coli) I60307 beta-galactosidase, alpha peptide - Escherichia coli--- --- --- --- ---

I 0 Inhibitor of DNA binding 3, dominant negative helix-loop-helix proteinId3 --- --- nucleus ---

I 0 fatty acid binding protein 7Fabp7 transport transporter activity /// binding /// fatty acid binding /// lipid binding--- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:O95477 (H.sapiens) ABC1_HUMAN ATP-binding cassette, sub-family A, member 1 (ATP-binding cassette transporter 1) (ATP-binding cassette 1) (ABC-1) (Cholesterol efflux regulatory protein)--- --- ABC_tran;ATP-binding cassette (ABC) transporter activity;7.6e-69--- ---

I 0 Rattus norvegicus similar to Gbp3 protein (LOC310917), mRNA--- --- --- --- ---

I 0 testis-specific heat shock protein-related gene hst70Hspt70 --- --- --- ---

I 0 Rattus norvegicus similar to 2610027C15Rik protein (LOC362597), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to complement component 1, r subcomponent (LOC312705), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 CCAAT/enhancerbinding, protein (C/EBP) deltaCebpd regulation of transcription, DNA-dependentDNA binding /// protein bindingnucleus ---

I 0 steroid sensitive gene 1Ssg1 --- --- --- ---

I 0 Rattus norvegicus similar to zinc-finger protein ZFP313 (LOC362277), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P10266 (H.sapiens) POL1_HUMAN Endogenous retrovirus HERV-K10 putative pol polyprotein [Includes: Reverse transcriptase ; Endonuclease]--- --- --- --- ---

I 0 Rattus norvegicus similar to Breast cancer associated protein BRAP1 (LOC366988), mRNA--- --- --- --- ---

I 0 P2Y12 platelet ADP receptorP2y12 --- 7tm_1;rhodopsin-like receptor activity;1.4e-34--- ---

I 0 upregulated by 1,25-dihydroxyvitamin D-3Vdup1 regulation of cell proliferation--- --- ---

I 0 Rattus norvegicus similar to aortic carboxypeptidase-like protein ACLP (LOC305494), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to GDP-dissociation inhibitor (LOC362456), mRNA--- --- --- --- ---

I 0 microsomal glutathione S-transferase 1Mgst1 --- glutathione transferase activity /// transferase activitymitochondrion /// microsome /// membrane---

I 0 cellular retinoic acid binding protein 2Crabp2 transport transporter activity /// binding /// lipid bindingcytoplasm ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to cellular repressor of E1A-stimulated genes CREG (LOC289185), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to MMAN-g (LOC310694), mRNA--- --- --- --- ---



I 0 caveolin 2 Cav2 --- --- --- ---

I 0 Rattus norvegicus similar to ATP-binding cassette transporter ABCG3 (LOC360910), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to schlafen 8 (LOC303378), mRNA--- --- --- --- ---

I 0 ATP-binding cassette, sub-family A (ABC1), member 1Abca1 --- --- --- ---

I 0 CD14 antigen Cd14 inflammatory response /// immune response--- lipopolysaccharide receptor complex---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 decorin Dcn --- --- extracellular matrix /// extracellular space---

I 0 Rattus norvegicus similar to semaphorin cytoplasmic domain-associated protein 3A (LOC312607), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1JZ5 (E. coli) B Chain B, E. Coli (Lacz) Beta-Galactosidase In Complex With D- Galctopyranosyl-1-On--- --- --- --- ---

I 0 tumor stroma and activated macrophage protein DLM-1Dlm1 --- --- --- ---

I 0 insulin-like growth factor binding protein 2Igfbp2 regulation of cell growthinsulin-like growth factor binding /// growth factor bindingextracellular /// extracellular space---

I 0 BCL2-related protein A1Bcl2a1 --- apoptosis regulator activity--- ---

I 0 lyn protein non-receptor kinaseLyn protein amino acid phosphorylation /// intracellular signaling cascade /// cell growth and/or maintenanceprotein kinase activity /// protein-tyrosine kinase activity /// ATP binding /// kinase activity /// transferase activity--- ---

I 0 RT1 class Ib gene(Aw2)RT1Aw2 MHC_I;immune response;8.8e-138--- --- ---

I 0 R.norvegicus mRNA for parathyroid hormone regulated sequence (215bp)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:Q16553 (H.sapiens) LY6E_HUMAN Lymphocyte antigen Ly-6E precursor (Retinoic acid-induced gene E protein) (RIG-E) (Thymic shared antigen-1) (TSA-1) (Stem cell antigen 2) (SCA-2)--- --- --- --- ---

I 0 synaptogyrin 2 Syngr2 --- --- membrane /// integral to membrane---

I 0 beta-2 microglobulinB2m defense response /// cellular defense response /// antigen presentation, endogenous antigen /// antigen processing, endogenous antigen via MHC class IMHC class I receptor activityextracellular space /// plasma membrane /// integral to plasma membrane---

I 0 septin-like protein Slpa --- GTP_CDC;GTP binding;1.3e-146 /// GTP_CDC;GTP binding;9.2e-147--- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 9130427A09 (LOC307288), mRNA--- --- --- --- ---

I 0 peripherin 1 Prph1 --- --- kinesin complex /// intermediate filament---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 protease, cysteine, 1 (legumain)Prsc1 --- 3.4.22.34;legumain activity;6.28e-161 /// Peptidase_C13;legumain activity;1.2e-142--- ---

I 0 Rattus norvegicus similar to 25 oligoadenylate synthetase (LOC304507), mRNA--- --- --- --- ---

I 0 high mobility group box 2Hmgb2 regulation of transcription, DNA-dependentDNA binding chromatin /// nucleus /// chromosome---

I 0 transmembrane 4 superfamily member 3Tm4sf3 --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:HSHU11 (H.sapiens) HSHU11 histone H1-2 [validated] - human--- --- --- --- ---

I 0 transforming growth factor, beta receptor IITgfbr2 protein amino acid phosphorylation /// transmembrane receptor protein serine/threonine kinase signaling pathwayprotein kinase activity /// protein serine/threonine kinase activity /// transmembrane receptor protein serine/threonine kinase activity /// protein kinase CK2 activity /// cAMP-dependent protein kinase activity /// receptor signaling protein serine/threonine kinase activity /// receptor activity /// transforming growth factor beta receptor activity /// ATP binding /// transferase activitymembrane /// integral to membraneTGF_Beta_Signaling_Pathway

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 benzodiazepin receptorBzrp --- receptor activityextracellular space /// mitochondrion /// integral to membrane---

I 0 Rattus norvegicus similar to heme-binding protein (LOC362454), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Hypothetical protein KIAA0233 (LOC361430), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:S12207 (M.musculus) S12207 hypothetical protein (B2 element) - mouse--- --- --- --- ---

I 0 Rattus norvegicus similar to Histone H2B 291B (LOC306945), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 interferon gamma receptorIfngr --- --- --- ---

I 0 Rattus norvegicus similar to proteasome (prosome, macropain) subunit, beta type 10 (LOC291983), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:A43932 (H.sapiens) A43932 mucin 2 precursor, intestinal - human (fragments)--- --- --- --- ---

I 0 Rattus norvegicus similar to ubiquitous alpha-2,3-sialyltransferase VI (LOC304023), mRNA--- --- --- --- ---

I 0 uncoupling protein 2Ucp2 transport /// mitochondrial transportbinding mitochondrion /// mitochondrial inner membrane /// membrane /// integral to membrane /// inner membraneElectron_Transport_Chain

I 0 caspase-7 Casp7 --- caspase activity--- Apoptosis

I 0 spermidine/spermine N1-acetyl transferaseSat spermine catabolismdiamine N-acetyltransferase activity /// N-acetyltransferase activity /// acyltransferase activity /// transferase activity--- ---

I 0 Rattus norvegicus similar to signal transducer and activator of transcription 2 (LOC288774), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 Rattus norvegicus similar to toll-like receptor 7 (LOC317468), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 UDP glycosyltransferase 1 family, polypeptide A6Ugt1a6 --- glucuronosyltransferase activity /// UDPGT;transferase activity, transferring hexosyl groups;3.3e-299--- Androgen_and_Estrogen_Metabolism /// Androgen_and_Estrogen_Metabolism /// Androgen_and_Estrogen_Metabolism

I 0 leucyl-specific aminopeptidase PILSAppils --- Peptidase_M1;membrane alanyl aminopeptidase activity;2.5e-170--- ---

I 0 fibromodulin Fmod --- --- extracellular matrix---

I 0 Rattus norvegicus similar to interferon induced transmembrane protein 2 like; interferon induced transmembrane protein like 2 (human); interferon induced transmembrane protein 2 like (human) (LOC293618), mRNA--- --- --- --- ---

I 0 activity and neurotransmitter-induced early gene protein 4 (ania-4)Ania4 --- --- --- ---

I 0 cytochrome b558 alpha-subunitCyba electron transportoxidoreductase activitymembrane---

I 0 non MHC restricted killing associatedNmrk lymphocyte activationreceptor activity--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 NF-E2-related factor 2Nfe2l2 regulation of transcription, DNA-dependentDNA binding nucleus ---

I 0 moesin Msn --- structural molecule activitycytoskeleton---

I 0 Rattus norvegicus similar to MGC37193 protein (LOC364674), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to serine protease inhibitor, Kunitz type 1 (LOC311331), mRNA--- --- --- --- ---

I 0 dual specificity phosphatase 6Dusp6 protein amino acid dephosphorylationprotein phosphatase type 2A activity /// protein phosphatase type 1 activity /// phosphoprotein phosphatase activity /// protein serine/threonine phosphatase activity /// calcium-dependent protein serine/threonine phosphatase activity /// magnesium-dependent protein serine/threonine phosphatase activity /// protein tyrosine/serine/threonine phosphatase activity /// CTD phosphatase activity /// protein phosphatase type 2C activity /// hydrolase activity /// MAP kinase phosphatase activity /// myosin phosphatase activity /// protein phosphatase type 2B activity--- ---

I 0 sterol regulatory element binding factor 1Srebf1 regulation of transcription, DNA-dependent /// lipid metabolism /// cholesterol metabolism /// lipid biosynthesis /// regulation of transcriptionDNA binding /// transcription factor activitynucleus /// endoplasmic reticulum /// Golgi apparatus /// integral to membrane---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 global ischemia induced protein GIIG15BGIIg15b --- homeobox;transcription factor activity;0.00039--- ---

I 0 lysozyme Lyz --- 3.2.1.17;lysozyme activity;2.27e-59lys;extracellular;1.8e-95---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 Rattus norvegicus similar to scotin (LOC301013), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_060124.1 (H.sapiens)  hypothetical protein FLJ20073 [Homo sapiens]--- --- --- --- ---

I 0 interferon induced transmembrane protein 3-likeIfitm3l --- --- --- ---

I 0 Rattus norvegicus similar to ras homolog gene family, member E (LOC295588), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Ab2-389 (LOC310877), mRNA--- --- --- --- ---

I 0 inositol polyphosphate-5-phosphatase DInpp5d SH2;intracellular signaling cascade;1.2e-19inositol-4,5-bisphosphate 5-phosphatase activity--- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to beta-hexosaminidase (LOC294673), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I60307 (E. coli) I60307 beta-galactosidase, alpha peptide - Escherichia coli--- --- --- --- ---

I 0 caspase 11 Casp11 --- caspase activity /// 3.4.22.36;caspase activity;5.61e-112 /// CARD;apoptosis regulator activity;9.2e-26--- ---

I 0 disabled homolog 2, mitogen-responsive phosphoprotein (Drosophila)Dab2 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I60307 (E. coli) I60307 beta-galactosidase, alpha peptide - Escherichia coli--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I60307 (E. coli) I60307 beta-galactosidase, alpha peptide - Escherichia coli--- --- --- --- ---

I 0 RT1 class Ib gene(Aw2)RT1Aw2 MHC_I;immune response;8.8e-138--- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA D130038B21 (LOC315594), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to interferon-stimulated protein; DnaQL protein; interferon-stimulated protein (20 kDa) (LOC293052), mRNA--- --- --- --- ---

I 0 pituitary tumor X2CR1 proteinX2cr1 --- --- --- ---

I 0 calcium- and integrin-binding proteinSip2-28 --- efhand;calcium ion binding;0.017--- ---

I 0 glia maturation factor, gammaGmfg --- cofilin_ADF;actin binding;7.7e-37--- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 retinol binding protein 1Rbp1 retinoid metabolism /// transporttransporter activity /// binding /// retinoid binding /// lipid binding /// retinol binding--- ---

I 0 solute carrier family 2, member 5Slc2a5 transport /// carbohydrate transporttransporter activity /// sugar porter activity /// fructose transporter activity /// glucose transporter activitymembrane /// integral to membrane---

I 0 ZAP 36/annexin IVAnxa4 --- calcium ion binding /// calcium-dependent phospholipid binding--- ---

I 0 Rattus norvegicus similar to Ca2+-promoted Ras inactivator; GTPase activating protein-like; calcium-promoted Ras inactivator (LOC288589), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P04406 (H.sapiens) G3P2_HUMAN Glyceraldehyde 3-phosphate dehydrogenase, liver--- --- TIMP;metalloendopeptidase inhibitor activity;3e-144--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to EST AA792894 (LOC312437), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P01903 (H.sapiens) HA2R_HUMAN HLA class II histocompatibility antigen, DR alpha chain precursor--- --- --- --- ---

I 0 Rattus norvegicus similar to scotin (LOC301013), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to high affinity immunoglobulin gamma Fc receptor I (LOC295279), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:Q9UPC5 (H.sapiens) GP34_HUMAN Probable G protein-coupled receptor GPR34--- --- --- --- ---

I 0 major vault proteinMvp --- --- ribonucleoprotein complex---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to 1200013B22Rik protein (LOC289419), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 Rattus norvegicus similar to Capg protein (LOC297339), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 6330548N22 (LOC313030), mRNA--- --- --- --- ---

I 0 tumor-associated protein 1TA1 aa_permeases;transport;2.8e-18--- --- ---

I 0 nucleoside phosphorylaseNp --- phosphorylase activity /// purine-nucleoside phosphorylase activity /// transferase activity /// transferase activity, transferring glycosyl groups--- ---

I 0 Rattus norvegicus similar to death effector filament-forming Ced-4-like apoptosis protein isoform 2; caspase recruitment domain protein 7; NAC-alpha/beta/gamma/delta (LOC360556), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 FXYD domain-containing ion transport regulator 5Fxyd5 ion transport ion channel activitymembrane /// integral to membrane---

I 0 procollagen, type I, alpha 2Col1a2 --- extracellular matrix structural constituentextracellular matrix /// collagenInflammatory_Response_Pathway

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to putative nuclear protein (LOC301570), mRNA--- --- --- --- ---

I 0 leucyl-specific aminopeptidase PILSAppils --- Peptidase_M1;membrane alanyl aminopeptidase activity;2.5e-170--- ---

I 0 aquaporin 9 Aqp9 transport /// water transporttransporter activity /// water channel activity /// porin activitymitochondrial outer membrane /// integral to plasma membrane /// membrane /// integral to membrane---

I 0 chemokine (C-C motif) ligand 5Ccl5 chemotaxis /// inflammatory response /// immune response /// signal transductioncytokine activity /// chemokine activityextracellular /// extracellular space---

I 0 collagen, type III, alpha 1Col3a1 --- extracellular matrix structural constituentextracellular matrix /// collagenInflammatory_Response_Pathway

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 similar to mannosidase 2, alpha B1MGC72561 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:B35272 (H.sapiens) B35272 osteoinductive factor - human--- --- --- --- ---

I 0 calcitonin receptor-likeCalcrl G-protein coupled receptor protein signaling pathwayreceptor activity /// G-protein coupled receptor activity /// calcitonin receptor activityextracellular space /// membrane /// integral to membraneGPCRs_Class_B_Secretin-like

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 hairy and enhancer of split 1 (Drosophila)Hes1 negative regulation of transcription from Pol II promoter /// regulation of transcription, DNA-dependentDNA binding /// transcriptional repressor activitynucleus ---

I 0 Rattus norvegicus similar to signal transducer and activator of transcription 2 (LOC288774), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to ras homolog gene family, member E (LOC295588), mRNA--- --- --- --- ---



I 0 Rattus norvegicus similar to 3-5 exonuclease TREX1 (LOC367170), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 3110037I16 (LOC313563), mRNA--- --- --- --- ---

I 0 nuclear factor of kappa light chain gene enhancer in B-cells inhibitor, alphaNfkbia protein-nucleus import, translocation /// regulation of cell proliferationprotein bindingnucleus /// cytoplasm /// cytosol---

I 0 CD38 antigen Cd38 --- NAD+ nucleosidase activity /// hydrolase activityintegral to membrane---

I 0 endothelial type gp91-phox geneCybb --- Ferric_reduct;oxidoreductase activity;2.3e-196--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 uterine sensitization-associated gene 1Usag1 embryo implantation--- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 adipose differentiation-related proteinADRP --- --- --- ---

I 0 Rattus norvegicus similar to CD83 antigen (LOC361226), mRNA--- --- --- --- ---

I 0 thymosin, beta 10Tmsb10 spermatid development /// actin cytoskeleton organization and biogenesisactin binding /// actin monomer binding /// actin modulating activitycytoplasm /// cytoskeleton---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_061894.1 (H.sapiens)  hypothetical protein FLJ20010 [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to zinc-finger protein ZFP313 (LOC362277), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to GROWTH ARREST AND DNA-DAMAGE-INDUCIBLE PROTEIN GADD45 GAMMA (LOC291005), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein prf:2018199A (E. coli) 2018199A beta lactamase IRT-4 [Escherichia coli]--- --- --- --- ---

I 0 adipose differentiation-related proteinADRP --- --- --- ---

I 0 core promoter element binding proteinCopeb regulation of transcription, DNA-dependentDNA binding /// transcription factor activitynucleus /// perinuclear space---

I 0 syndecan 4 Sdc4 --- cytoskeletal protein bindingextracellular space /// membrane /// integral to membrane---

I 0 agrin Agrn plasma membrane organization and biogenesis /// synaptic transmissionstructural molecule activityextracellular space---

I 0 nuclear receptor MrgA10 RF-amide G protein-coupled receptorMrga10 --- 7tm_1;rhodopsin-like receptor activity;2.5e-10--- ---

I 0 cyclin D1 Ccnd1 regulation of cell cycle /// re-entry into mitotic cell cycle /// cytokinesis /// cell cycle /// adipocyte differentiationcyclin-dependent protein kinase regulator activitynucleus /// cytosolWnt_Signaling

I 0 Rattus norvegicus similar to 4933402K05Rik protein (LOC293783), mRNA--- --- --- --- ---

I 0 cyclin D1 Ccnd1 regulation of cell cycle /// re-entry into mitotic cell cycle /// cytokinesis /// cell cycle /// adipocyte differentiationcyclin-dependent protein kinase regulator activitynucleus /// cytosolWnt_Signaling

I 0 procollagen, type I, alpha 2Col1a2 --- extracellular matrix structural constituentextracellular matrix /// collagenInflammatory_Response_Pathway

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 hemopoietic cell kinaseHck protein amino acid phosphorylation /// intracellular signaling cascadeprotein kinase activity /// protein-tyrosine kinase activity /// ATP binding /// transferase activity--- ---

I 0 TAP binding proteinTapbp --- --- --- ---

I 0 inhibitor of apoptosis protein 1Birc2 anti-apoptosis BIR;apoptosis inhibitor activity;5.6e-35--- ---

I 0 Rattus norvegicus similar to Vat1 protein (LOC287721), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to LIM domain only 4; LIM only 4; ethanol induced 4 (LOC362051), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to triggering receptor expressed on myeloid cells 5 (LOC303664), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to SMC4 protein (LOC295107), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to ets variant gene 5 (LOC303828), mRNA--- --- --- --- ---

I 0 Saccharomyces cerevisiae Nip7p homologpEachy --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P04406 (H.sapiens) G3P2_HUMAN Glyceraldehyde 3-phosphate dehydrogenase, liver--- --- TIMP;metalloendopeptidase inhibitor activity;3e-144--- ---

I 0 Rattus norvegicus ultraviolet B radiation-activated UV96 mRNA, partial sequence--- --- --- --- ---

I 0 regulator of G-protein signaling 10Rgs10 signal transductionsignal transducer activity--- ---

I 0 purinergic receptor P2X, ligand-gated ion channel, 7P2rx7 ion transport /// organic cation transportreceptor activity /// ATP-gated cation channel activity /// ion channel activity /// ATP bindingintegral to nuclear inner membrane /// membrane /// integral to membrane---

I 0 brain acidic membrane proteinBasp1 --- calmodulin bindingmembrane---

I 0 secretory carrier membrane protein 2Scamp2 transport /// intracellular protein transport /// post-Golgi transport /// protein transportprotein transporter activitymembrane fraction /// integral to membrane---

I 0 Rattus norvegicus similar to hypothetical protein MGC49146 (LOC296621), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---



I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 chitinase 3-like 1 (cartilage glycoprotein-39)Chi3l1 --- --- --- ---

I 0 Rattus norvegicus similar to CG3306-PA (LOC362122), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Bifunctional aminoacyl-tRNA synthetase (LOC289352), mRNA--- --- --- --- ---

I 0 ribosomal protein S24Rps24 protein biosynthesisRNA binding /// structural constituent of ribosomeintracellular /// ribosome /// cytosolic small ribosomal subunit (sensu Eukarya)Ribosomal_Proteins

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 ferritin light chain 1Ftl1 iron ion transport /// iron ion homeostasisbinding /// ferric iron binding--- ---

I 0 lumican Lum --- --- extracellular matrix---

I 0 Rattus norvegicus similar to FK506 binding protein 11 (LOC300211), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to MEGF1 (LOC301001), mRNA--- --- --- --- ---

I 0 interleukin 2 receptor, gamma chainIl2rg --- interleukin receptor activity /// cytokine binding--- ---

I 0 interleukin 1 beta Il1b regulation of cell cycle /// inflammatory response /// immune response /// cell proliferationcytokine activity /// interleukin-1 receptor binding /// growth factor activityextracellularInflammatory_Response_Pathway

MI 0 aldehyde dehydrogenase family 1, subfamily A2Aldh1a2 metabolism retinal dehydrogenase activity /// aldehyde dehydrogenase (NAD) activity /// oxidoreductase activity /// retinal binding--- ---

I 0 cyclin-dependent kinase inhibitor 1C, p57Cdkn1c --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_083008.1 (M.musculus)  RIKEN cDNA 4632428N05 [Mus musculus]--- --- --- --- ---

I 0 Rattus norvegicus Ab1-152 mRNA, complete cds--- --- --- --- ---

I 0 Rattus norvegicus similar to mKIAA1225 protein (LOC365661), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to chromosome 14 open reading frame 50 (LOC299153), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to signal transducer and activator of transcription 6 (LOC362896), mRNA--- --- --- --- ---

I 0 solute carrier family 21 (organic anion transporter), member 9Slc21a9 --- OATP_C;transporter activity;1.4e-188--- ---

I 0 solute carrier family 5, member 5Slc5a5 transport /// sodium ion transporttransporter activity /// symporter activitymembrane /// integral to membrane---

I 0 X transporter protein 3Xtrp3 --- SNF;neurotransmitter:sodium symporter activity;2.6e-204--- ---

I 0 src family associated phosphoprotein 2Scap2 --- --- --- ---

I 0 Rattus norvegicus gas-5 growth arrest homolog non-translated mRNA sequence--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 G protein gamma-5 subunitGng5 signal transduction /// G-protein coupled receptor protein signaling pathwayheterotrimeric G-protein GTPase activity /// signal transducer activityheterotrimeric G-protein complexG_Protein_Signaling

I 0 caspase-8 Casp8 --- caspase activity /// DED;apoptosis regulator activity;3.3e-26--- Apoptosis

I 0 neurotrophic tyrosine kinase, receptor, type 2Ntrk2 protein amino acid phosphorylation /// transmembrane receptor protein tyrosine kinase signaling pathway /// neurogenesisprotein kinase activity /// protein-tyrosine kinase activity /// transmembrane receptor protein tyrosine kinase activity /// receptor activity /// ATP binding /// transferase activitycytosol /// membrane /// integral to membrane---

MI 0,01 Rattus norvegicus similar to serine (or cysteine) proteinase inhibitor, clade B, member 1b; serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), member 1b (LOC291091), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_062289.1 (M.musculus)  nuclear localization signals binding protein 1 [Mus musculus]--- --- --- --- ---

I 0 glial fibrillary acidic proteinGfap --- structural constituent of cytoskeletonkinesin complex /// intermediate filament---

I 0 vesicle-associated membrane protein 8 (endobrevin)Vamp8 --- --- --- ---

I 0 serine (or cysteine) proteinase inhibitor, clade H, member 1Serpinh1 --- chaperone activity /// heat shock protein activity /// serine-type endopeptidase inhibitor activityendoplasmic reticulum---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:I67604 (H.sapiens) I67604 CD34 antigen short splice form precursor - human--- --- --- --- ---

I 0 Rattus norvegicus similar to osteoglycin precursor (LOC291015), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to 1110064L07Rik protein (LOC361219), mRNA--- --- --- --- ---

I 0 integrin beta 1 Itgb1 cell adhesion /// cell-matrix adhesion /// integrin-mediated signaling pathway /// developmentreceptor activity /// cell adhesion receptor activity /// cell adhesion molecule activityintegrin complex /// integral to membrane---

MI 0,01 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_570953.1 (M.musculus)  CAMP [Mus musculus]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 brain and acute leukemia, cytoplasmicBaalc --- --- --- ---

I 0 Unknown (protein for MGC:72638)MGC72638 --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_060756.1 (H.sapiens)  hypothetical protein FLJ10970 [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus similar to SRB7 (supressor of RNA polymerase B) homolog; DNA segment, Chr 6, ERATO Doi 782, expressed (LOC312849), mRNA--- --- --- --- ---

I 0 lysosomal membrane glycoprotein 2Lamp2 tRNA aminoacylation for protein translationtRNA ligase activity /// ATP bindingextracellular space /// lysosome /// membrane /// integral to membrane---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 HIV-1 Tat interactive protein, 60 kDHtatip --- --- --- ---

I 0 Rattus norvegicus similar to receptor-interacting protein 2 (LOC362491), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to EST AA792894 (LOC312437), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 calpactin I heavy chainAnxa2 --- calcium ion binding /// calcium-dependent phospholipid binding--- ---

I 0 plasminogen activator, tissuePlat proteolysis and peptidolysisserine-type endopeptidase activity /// chymotrypsin activity /// trypsin activity /// t-plasminogen activator activity /// plasminogen activator activity /// hydrolase activity /// 3.4.21.73;u-plasminogen activator activity;1.62e-119extracellularBlood_Clotting_Cascade

I 0 neurolysin (metallopeptidase M3 family)Nln proteolysis and peptidolysismetalloendopeptidase activity /// metallopeptidase activity /// zinc ion binding /// hydrolase activitymitochondrion---

I 0 Rattus norvegicus estrogen-responsive uterine mRNA, partial sequence--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 2310016C16 (LOC294744), mRNA--- --- --- --- ---

I 0 activating transcription factor 5Atf5 --- bZIP;DNA binding;3.2e-12--- ---

I 0 Rattus norvegicus similar to Sp140 protein (LOC316580), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Hypothetical protein MGC19163 (LOC295971), mRNA--- --- --- --- ---

I 0 neuroblastoma, suppression of tumorigenicity 1Nbl1 negative regulation of cell cycle--- --- ---

I 0 cytochrome P450-like proteinLoc266761 --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1APZ (H.sapiens) B Chain B, Human Aspartylglucosaminidase Complex With Reaction Product--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:Q16832 (H.sapiens) DDR2_HUMAN Discoidin domain receptor 2 precursor (Receptor protein-tyrosine kinase TKT) (Tyrosine-protein kinase TYRO 10) (Neurotrophic tyrosine kinase, receptor-related 3)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to aortic carboxypeptidase-like protein ACLP (LOC305494), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to LNV (LOC367179), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to collectin placenta 1 (LOC361289), mRNA--- --- --- --- ---

I 0 Rattus norvegicus LOC361792 (LOC361792), mRNA--- --- --- --- ---

I 0 RT1 class Ib gene, locus M3RT1-M3 defense response /// immune response--- extracellular space /// membrane /// integral to membrane---

I 0 solute carrier family 7 (cationic amino acid transporter, y+system), member 7Slc7a7 aa_permeases;transport;7.6e-19--- --- ---

I 0 calponin 3, acidic Cnn3 --- actin binding /// actin bundling activity /// calmodulin binding--- ---

I 0 caveolin 2 Cav2 --- --- --- ---

I 0 Rattus norvegicus ultraviolet B radiation-activated UV118 mRNA, partial sequence--- --- A2M_N;endopeptidase inhibitor activity;1.1e-300--- ---

I 0 Rattus norvegicus similar to protein tyrosine phosphatase-like protein PTPLB (LOC367631), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to alpha-3 type IX collagen (LOC362285), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus similar to kidney cell line derived transcript 1; clone 1.5 (LOC362325), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_056179.1 (H.sapiens)  MD-2 protein [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 fibrinogen-like 2 Fgl2 --- --- --- Blood_Clotting_Cascade

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 guanine nucleotide binding protein 12Gng12 --- --- --- ---

I 0 Rattus norvegicus similar to cDNA sequence BC003236 (LOC310760), mRNA--- --- --- --- ---

I 0 hexokinase 2 Hk2 glycolysis catalytic activity /// hexokinase activity /// ATP binding /// kinase activity /// transferase activitymembraneGlycolysis_and_Gluconeogenesis

I 0 putative scaffolding protein POSHLOC306417 --- --- --- ---

I 0 immunoglobulin superfamily, member 6Igsf6 --- --- --- ---

I 0 RAB13 Rab13 intracellular protein transport /// small GTPase mediated signal transduction /// protein transportsmall monomeric GTPase activity /// RAB small monomeric GTPase activity /// GTP binding /// protein transporter activity--- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein pir:S34968 (M.musculus) S34968 fibulin, splice form D precursor - mouse--- --- --- --- ---

I 0 solute carrier family 21 (organic anion transporter), member 9Slc21a9 --- OATP_C;transporter activity;1.4e-188--- ---

I 0 Chemokine receptor (LCR1)Cxcr4 neuronal cell recognition7tm_1;rhodopsin-like receptor activity;6.4e-89--- GPCRs_Class_A_Rhodopsin-like /// Peptide_GPCRs

I 0 integrin, alpha 6 Itga6 --- --- --- ---

I 0 G protein-coupled receptor 56Gpr56 GPS;neuropeptide signaling pathway;2.1e-15--- --- ---

I 0 Rattus norvegicus similar to hypothetical protein MGC37887 (LOC287722), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus Cc2-36 mRNA, complete cds--- --- ABC_tran;ATP-binding cassette (ABC) transporter activity;7.6e-69--- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 1810008K03 (LOC362196), mRNA--- --- --- --- ---

I 0 protein tyrosine phosphatase, receptor type, CPtprc protein amino acid dephosphorylation /// cellular defense response /// transmembrane receptor protein tyrosine phosphatase signaling pathwayphosphoprotein phosphatase activity /// protein-tyrosine-phosphatase activity /// prenylated protein tyrosine phosphatase activity /// protein binding /// hydrolase activityextracellular space /// plasma membrane /// integral to membrane---

I 0 Rattus norvegicus similar to macrophage mannose receptor precursor (LOC291327), mRNA--- --- --- --- ---

I 0 telomerase associated protein 1Tep1 --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P10161 (H.sapiens) PRPM_HUMAN Salivary proline-rich protein PO (Allele M) [Contains: Peptide P-D]--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 1810059A23 (LOC363289), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to mKIAA1225 protein (LOC365661), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:A38445 (H.sapiens) A38445 EV12B protein precursor - human--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_039234.1 (H.sapiens)  chloride intracellular channel 4; chloride intracellular channel 4 like [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 tenascin XA Tnxa muscle development--- --- ---

I 0 Rattus norvegicus similar to acid sphingomyelinase-like phosphodiesterase (LOC294422), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:Q92530 (H.sapiens) PSF1_HUMAN Proteasome inhibitor PI31 subunit (hPI31)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0 proteoglycan peptide core proteinPgsg --- --- --- ---

I 0 sulfotransferase family 1A, phenol-preferring, member 1Sult1a1 steroid metabolismaryl sulfotransferase activity /// sulfotransferase activity /// transferase activity--- Sulfur metabolism

I 0 Rattus norvegicus similar to Hypothetical protein MGC54805 (LOC297523), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to GMP synthase [glutamine-hydrolyzing] (Glutamine amidotransferase) (GMP synthetase) (LOC295088), mRNA--- --- --- --- ---

I 0 osteomodulin (osteoadherin)Omd --- heparin sulfate proteoglycan--- ---

MI 0,01 Rattus norvegicus similar to RIKEN cDNA 2410012M04 (LOC295394), mRNA--- --- --- --- ---

I 0 brain acidic membrane proteinBasp1 --- calmodulin bindingmembrane---

I 0 solute carrier family 3, member 2Slc3a2 --- alpha-amylase;alpha-amylase activity;1.3e-05--- ---

I 0 procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine hydroxylase, Ehlers-Danlos syndrome type VI)Plod protein metabolismprocollagen-lysine 5-dioxygenase activity /// oxidoreductase activity /// oxidoreductase activity, acting on single donors with incorporation of molecular oxygen, incorporation of two atoms of oxygen /// oxidoreductase activity, acting on paired donors, with incorporation or reduction of molecular oxygen, 2-oxoglutarate as one donor, and incorporation of one atom each of oxygen into both donorsendoplasmic reticulum /// membrane---

MI 0,01 CD36 antigen (collagen type I receptor, thrombospondin receptor)-like 2Cd36l2 CD36;cell adhesion;1.1e-217--- --- ---

I 0 BH3 interacting domain 3Bid3 apoptosis protein binding--- ---

I 0 putative small membrane protein NID67Nid67 --- --- --- ---

I 0 Rattus norvegicus similar to N(4)-(beta-N-acetylglucosaminyl)-L-asparaginase precursor (Glycosylasparaginase) (Aspartylglucosaminidase) (N4-(N-acetyl-beta-glucosaminyl)-L-asparagine amidase) (AGA) (LOC290923), mRNA--- --- --- --- ---



I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P51888 (H.sapiens) PRLP_HUMAN Prolargin precursor (Proline-arginine-rich end leucine-rich repeat protein)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- lectin_c;sugar binding;2.2e-06--- ---

I 0 caveolin 2 Cav2 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 inhibitor of DNA binding 4Idb4 --- --- --- ---

I 0 NAD(P)H dehydrogenase, quinone 1Nqo1 electron transportNAD(P)H dehydrogenase (quinone) activity /// oxidoreductase activity--- Sterol biosynthesis

I 0 D site albumin promoter binding proteinDbp regulation of transcription, DNA-dependent /// rhythmic behavior /// circadian rhythmDNA binding nucleus ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:O15243 (H.sapiens) OBRG_HUMAN Leptin receptor gene-related protein (OB-R gene related protein) (OB-RGRP)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 v-jun sarcoma virus 17 oncogene homolog (avian)Jun regulation of cell cycle /// regulation of transcription, DNA-dependent /// cell growth and/or maintenanceDNA binding /// transcription factor activityintracellular /// nucleus---

I 0 GTPase Rab8b Rab8b intracellular protein transport /// small GTPase mediated signal transduction /// protein transportsmall monomeric GTPase activity /// RAB small monomeric GTPase activity /// GTP binding /// protein transporter activity--- ---

I 0 midkine Mdk regulation of cell cycle /// cell proliferation /// cell differentiationgrowth factor activity /// heparin bindingextracellular space---

I 0 integrin beta 1 Itgb1 cell adhesion /// cell-matrix adhesion /// integrin-mediated signaling pathway /// developmentreceptor activity /// cell adhesion receptor activity /// cell adhesion molecule activityintegrin complex /// integral to membrane---

I 0 GTPase Rab8b Rab8b intracellular protein transport /// small GTPase mediated signal transduction /// protein transportsmall monomeric GTPase activity /// RAB small monomeric GTPase activity /// GTP binding /// protein transporter activity--- ---

I 0 Rattus norvegicus similar to sox-4 protein - mouse (LOC364712), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Bifunctional aminoacyl-tRNA synthetase (LOC289352), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:B35272 (H.sapiens) B35272 osteoinductive factor - human--- --- --- --- ---

I 0 Rattus norvegicus similar to retrovirus integration site (LOC315532), mRNA--- --- --- --- ---

I 0 CD36 antigen (collagen type I receptor, thrombospondin receptor)-like 2Cd36l2 --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 clusterin Clu spermatogenesis /// cell death--- extracellular space /// anthranilate synthase complex---

I 0 thromboxane A synthase 1Tbxas1 prostaglandin biosynthesis /// electron transportmonooxygenase activity /// thromboxane-A synthase activity /// oxidoreductase activity /// isomerase activityintegral to membraneEicosanoid_Synthesis

I 0 monokine induced by gamma interferonMig --- IL8;chemokine activity;3.4e-22--- ---

I 0 CD86 antigen Cd86 T-cell proliferation /// T-cell activation--- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 cyclic AMP phosphoprotein, 19 kDaArpp19 dopamine receptor signaling pathway /// positive regulation of RAS protein signal transduction--- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:B48013 (R.norvegicus) B48013 proline-rich proteoglycan 2 precursor, parotid - rat--- --- --- --- ---

I 0 basic helix-loop-helix domain containing, class B3Bhlhb3 regulation of transcription, DNA-dependent /// entrainment of circadian clockDNA binding nucleus ---

I 0 tumor necrosis factor (ligand) superfamily, member 4Tnfsf4 T-cell proliferationTNF;tumor necrosis factor receptor binding;1.7e-21--- ---

I 0 v-jun sarcoma virus 17 oncogene homolog (avian)Jun regulation of cell cycle /// regulation of transcription, DNA-dependent /// cell growth and/or maintenanceDNA binding /// transcription factor activityintracellular /// nucleus---

I 0 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3Pfkfb3 fructose 2,6-bisphosphate metabolism /// metabolismcatalytic activity /// fructose-2,6-bisphosphate 2-phosphatase activity /// ATP binding /// kinase activity /// transferase activity /// hydrolase activity--- ---

I 0 Ser/Thr-like protein kinase lyk4lyk4 --- --- --- ---

I 0 phosphoserine aminotransferase 1Psat1 --- --- --- ---

I 0 Rat mRNA --- --- --- --- ---

I 0 Rattus norvegicus similar to RNA helicase family (LOC309887), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 4732463H20 (LOC310644), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to KCCR13L (LOC304289), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein MGC955 (LOC313551), mRNA--- --- --- --- ---

I 0 insulin-like growth factor 2Igf2 regulation of cell cycle /// physiological process /// cell proliferation /// organogenesishormone activity /// growth factor activityextracellular /// extracellular space---

I 0 nuclear protein 1 Nupr1 --- --- --- ---

I 0 xanthine dehydrogenaseXdh electron transportxanthine dehydrogenase activity /// xanthine oxidase activity /// electron transporter activity /// oxidoreductase activity /// molybdenum ion binding /// 1.2.3.1;aldehyde oxidase activity;1e-300--- ---

I 0 sterol regulatory element binding factor 1Srebf1 regulation of transcription, DNA-dependent /// lipid metabolism /// cholesterol metabolism /// lipid biosynthesis /// regulation of transcriptionDNA binding /// transcription factor activitynucleus /// endoplasmic reticulum /// Golgi apparatus /// integral to membrane---

I 0 osteoclast stimulating factor 1Ostf1 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 Mid-1-related chloride channel 1LOC170927 --- --- --- ---

MI 0,01 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 9130427A09 (LOC307288), mRNA--- --- --- --- ---

I 0 ras-like protein Tc10 --- ras;small monomeric GTPase activity;5.3e-81--- ---

I 0 phospholipase A2, group IVA (cytosolic, calcium-dependent)Pla2g4a proteolysis and peptidolysis /// phospholipid catabolism /// lipid catabolismsubtilase activity /// phospholipase activity /// lysophospholipase activity /// phospholipase A2 activity /// secreted phospholipase A2 activity /// calcium-dependent secreted phospholipase A2 activity /// cytosolic phospholipase A2 activity /// calcium-dependent cytosolic phospholipase A2 activity /// calcium-independent cytosolic phospholipase A2 activity /// hydrolase activity--- ---

I 0 myosin regulatory light chainMrlcb --- efhand;calcium ion binding;5.2e-08--- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_055475.1 (H.sapiens)  KIAA0783 gene product [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 lecithin cholesterol acyltransferaseLcat lipid metabolismcatalytic activity /// phosphatidylcholine-sterol O-acyltransferase activity /// acyltransferase activity /// transferase activityextracellular space---

I 0 catechol-O-methyltransferaseComt catecholamine metabolism /// neurotransmitter catabolism /// dopamine catabolismmagnesium ion binding /// methyltransferase activity /// O-methyltransferase activity /// S-adenosylmethionine-dependent methyltransferase activity /// catechol O-methyltransferase activity /// transferase activityextracellular space /// integral to membrane---

I 0 syndecan 2 Sdc2 --- cytoskeletal protein bindingmembrane /// integral to membrane---

I 0 v-jun sarcoma virus 17 oncogene homolog (avian)Jun regulation of cell cycle /// regulation of transcription, DNA-dependent /// cell growth and/or maintenanceDNA binding /// transcription factor activityintracellular /// nucleus---

I 0 Rattus norvegicus similar to CDNA sequence, BC027756 (LOC304832), mRNA--- --- --- --- ---

I 0 zinc finger protein 36Zfp36 --- nucleic acid binding /// DNA bindingnucleus ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to N-acetylglucosamine-6-sulfatase precursor (G6S) (Glucosamine-6-sulfatase) (LOC299825), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P11369 (M.musculus) POL2_MOUSE Retrovirus-related POL polyprotein [Contains: Reverse transcriptase ; Endonuclease]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 lipase A, lysosomal acidLipa lipid catabolism catalytic activity /// sterol esterase activity /// hydrolase activitylysosome ---

I 0 Kruppel-like factor 15Klf15 --- --- --- ---

I 0 phospholipase D1Pld1 intracellular signaling cascade /// metabolism /// lipid catabolismcatalytic activity /// phospholipase D activity /// hydrolase activityendoplasmic reticulum /// Golgi apparatus /// membrane---

I 0 Rattus norvegicus similar to SH3 domain binding glutamic acid-rich protein-like 3 (LOC298544), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 9130427A09 (LOC307288), mRNA--- --- --- --- ---

I 0 myeloid differentiation primary response gene 88Myd88 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein BC009115 (LOC316403), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to Complement component C7 precursor (LOC310126), mRNA--- --- --- --- ---

I 0 fatty acid Coenzyme A ligase, long chain 5Facl5 fatty acid metabolism /// metabolismmagnesium ion binding /// catalytic activity /// long-chain-fatty-acid-CoA ligase activity /// ligase activity--- Fatty_Acid_Degradation /// Mitochondrial_fatty_acid_betaoxidation

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein BC018453 (LOC363219), mRNA--- --- --- --- ---

I 0 retinoblastoma-binding protein 9Rbbp9 --- --- nucleus ---

I 0 peptidylglycine alpha-amidating monooxygenasePam peptide metabolismmonooxygenase activity /// peptidylglycine monooxygenase activity /// copper ion binding /// oxidoreductase activityextracellular space /// cytosol /// integral to plasma membrane /// membrane /// integral to membrane---

I 0 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-like domain member 1Herpud1 --- --- --- ---

I 0 tumor protein p53 Tp53 protein-nucleus import, translocation /// transcription /// regulation of transcription, DNA-dependent /// regulation of transcription from Pol II promoter /// apoptosis /// negative regulation of cell growth /// DNA damage response, signal transduction by p53 class mediator /// negative regulation of cell cycleDNA binding /// transcription factor activity /// RNA polymerase II transcription factor activity /// protein bindingnucleus /// cytoplasm /// cytosolApoptosis /// Cell_cycle

I 0 adenosine monophosphate deaminase 3Ampd3 nucleotide metabolism /// purine ribonucleoside monophosphate biosynthesisAMP deaminase activity /// hydrolase activity /// deaminase activity--- ---

I 0 Rattus norvegicus similar to N-acetylglucosamine-6-sulfatase precursor (G6S) (Glucosamine-6-sulfatase) (LOC299825), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to 5730438N18Rik protein (LOC298654), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:S52790 (H.sapiens) S52790 kynurenine--oxoglutarate transaminase (EC 2.6.1.7) / glutamine--phenylpyruvate transaminase (EC 2.6.1.64), cytosolic [similarity] - human--- --- --- --- ---

I 0 Rattus norvegicus similar to alcohol dehydrogenase Pan1b (LOC289456), mRNA--- --- --- --- ---

I 0 integrin, alpha 6 Itga6 --- --- --- ---

I 0 cystathionine beta synthaseCbs amino acid metabolism /// cysteine biosynthesis from serine /// cysteine biosynthesis via cystathione /// cysteine biosynthesiscystathionine beta-synthase activity /// lyase activitycytoplasm Methionine_Metabolism

I 0 aldehyde oxidase Aox1 --- aldehyde oxidase activity /// 1.1.1.204;xanthine dehydrogenase activity;1e-300 /// 1.1.3.22;xanthine oxidase activity;1e-300 /// fer2;electron transporter activity;1e-11--- ---



I 0 annexin 1 Anxa1 cell cycle /// signal transduction /// cell surface receptor linked signal transduction /// insulin secretion /// regulation of cell proliferation /// arachidonic acid secretioncalcium ion binding /// calcium-dependent phospholipid binding /// phospholipase A2 inhibitor activity--- ---

I 0 chemokine (C-X3-C motif) ligand 1Cx3cl1 immune response /// cell adhesioncytokine activity /// cell adhesion molecule activity /// chemokine activityextracellular /// membrane /// integral to membrane---

I 0 disabled homolog 2, mitogen-responsive phosphoprotein (Drosophila)Dab2 --- --- --- ---

I 0 Rattus norvegicus similar to SDF2 like protein 1 (LOC287936), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_076097.1 (M.musculus)  RIKEN cDNA 9130017L10 [Mus musculus]--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA A530057M15 gene (LOC313843), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:RGECDW (E. coli) RGECDW transcription activator of D-serine dehydratase - Escherichia coli--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 interferon gamma inducing factor binding proteinIgifbp --- --- --- ---

I 0 geranylgeranyltransferase type I (GGTase-I)Pggt1b --- catalytic activity /// prenyltransferase activity /// transferase activity--- ---

I 0 X transporter protein 3Xtrp3 --- SNF;neurotransmitter:sodium symporter activity;2.6e-204--- ---

I 0 retinoid-inducible serine caroboxypetidaseRisc proteolysis and peptidolysiscatalytic activity /// carboxypeptidase activity /// serine carboxypeptidase activity /// hydrolase activity--- ---

I 0 fibronectin 1 Fn1 acute-phase response /// cell adhesion /// metabolism /// wound healingcell adhesion molecule activity /// heparin binding /// oxidoreductase activityextracellular /// extracellular matrix /// extracellular spaceInflammatory_Response_Pathway

I 0 Rattus norvegicus similar to Adenine phosphoribosyltransferase (APRT) (LOC292072), mRNA--- --- --- --- ---

I 0 four and a half LIM domains 2Fhl2 regulation of transcription from Pol II promoterprotein bindingnucleus ---

I 0 Rattus norvegicus similar to Da2-17 (LOC316035), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:O43491 (H.sapiens) E4L2_HUMAN Band 4.1-like protein 2 (Generally expressed protein 4.1) (4.1G)--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 1810059G22 (LOC309193), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein FLJ35613 (LOC363115), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 receptor (calcitonin) activity modifying protein 3Ramp3 transport /// G-protein coupled receptor protein signaling pathwayreceptor activity /// coreceptor, soluble ligand activityextracellular space /// integral to membrane---

I 0 epoxide hydrolase 1Ephx1 proteolysis and peptidolysis /// xenobiotic metabolism /// response to toxincatalytic activity /// aminopeptidase activity /// epoxide hydrolase activity /// hydrolase activityextracellular space /// endoplasmic reticulum /// microsome /// integral to membrane---

I 0 implantation-associated proteinIAG2 --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to vasodilator-stimulated phosphoprotein (LOC361517), mRNA--- --- --- --- ---

I 0 FLN29 gene productFln29 --- --- --- ---

I 0 period homolog 3 (Drosophila)Per3 --- --- --- ---

I 0 Rattus norvegicus similar to 1300014I06Rik protein (LOC361238), mRNA--- --- --- --- ---

I 0 differentation-associated Na-dependent inorganic phosphate cotransporterDnpi neurotransmitter uptakeL-glutamate transporter activity /// sugar_tr;transporter activity;0.002early endosome /// synaptic vesicle---

I 0 tudor repeat associator with PCTAIRE 2Pctaire2bp --- --- --- ---

I 0 protein S Pros1 --- --- --- ---

I 0 Rattus norvegicus similar to CG3714-PA (LOC315085), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to U3 small nucleolar ribonucleoprotein protein MPP10 (M phase phosphoprotein 10) (LOC293828), mRNA--- --- --- --- ---

MI 0 tudor repeat associator with PCTAIRE 2Pctaire2bp --- --- --- ---

I 0 Kruppel-like factor 4 (gut)Klf4 --- double-stranded DNA binding /// transcription factor activity--- ---

I 0 crystallin, alpha CCryac --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_039234.1 (H.sapiens)  chloride intracellular channel 4; chloride intracellular channel 4 like [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus LOC361797 (LOC361797), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_084520.1 (M.musculus)  RIKEN cDNA 2610524G09 [Mus musculus]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 solute carrier family 15, member 2Slc15a2 transport /// oligopeptide transporttransporter activity /// oligopeptide transporter activity /// symporter activity /// high affinity oligopeptide transporter activitymembrane fraction /// integral to plasma membrane /// membrane /// integral to membrane---

I 0 calcium binding protein A6 (calcyclin)S100a6 --- S_100;calcium ion binding;2.5e-20--- ---

I 0 vacuolar proton-ATPase subunit M9.2Atp6k --- --- --- ---

I 0 chemokine (C-X-C motif) ligand 12Cxcl12 chemotaxis /// immune response /// brain development /// regulation of cell migration /// T-cell proliferationcytokine activity /// chemokine activity /// growth factor activityextracellular /// extracellular space---

I 0 rap7a Rap7a --- --- --- ---

I 0 myeloid differentiation primary response gene 116Myd116 --- --- --- ---

I 0 sodium channel beta 3 subunitScnb3 --- --- --- ---

I 0 Rattus norvegicus similar to acetyl-CoA synthetase 2 (LOC296259), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Fbln1 protein (LOC315191), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to GMP synthase [glutamine-hydrolyzing] (Glutamine amidotransferase) (GMP synthetase) (LOC295088), mRNA--- --- --- --- ---

I 0 ribonuclease L (2', 5'-oligoisoadenylate synthetase-dependent)Rnasel --- --- --- ---

I 0 chloride intracellular channel 4Clic4 ion transport /// chloride transportion channel activity /// voltage-gated ion channel activity /// voltage-gated chloride channel activity /// chloride channel activitymitochondrion /// membrane /// integral to membrane---

I 0 collagen, type 1, alpha 1Col1a1 cell adhesion extracellular matrix structural constituent /// extracellular matrix structural constituent conferring tensile strengthextracellular matrix /// collagen /// extracellular space---

I 0 Rattus norvegicus similar to talin (LOC313494), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:T00363 (H.sapiens) T00363 hypothetical protein KIAA0674 - human (fragment)--- --- --- --- ---

I 0 eukaryotic translation initiation factor 2 alpha kinase 3Eif2ak3 --- pkinase;protein kinase activity;2.4e-40--- Translation_Factors

I 0 cyclin D2 Ccnd2 regulation of cell cycle /// G1/S transition of mitotic cell cycle /// cytokinesis /// cell cycle /// cell growth and/or maintenance--- nucleus Cell_cycle /// Wnt_Signaling

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein MGC38046 (LOC304581), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_000353.1 (H.sapiens)  tissue inhibitor of metalloproteinase 3 precursor; Tissue inhibitor of metalloproteinase-3 [Homo sapiens]--- --- TIMP;metalloendopeptidase inhibitor activity;7.1e-137--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 protein kinase, lysine deficient 1Prkwnk1 --- pkinase;protein kinase activity;1e-64--- ---

I 0 Rattus norvegicus similar to h2-calponin (LOC366831), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to bA552M11.4.1 (novel protein (isoform 1)) (LOC362010), mRNA--- --- --- --- ---

I 0 Rattus norvegicus Nclone10 mRNA--- --- --- --- ---

I 0 glutathione peroxidase 1Gpx1 response to reactive oxygen species /// response to oxidative stress /// induction of apoptosis by oxidative stressperoxidase activity /// glutathione peroxidase activity /// oxidoreductase activitymitochondrion---

I 0 dodecenoyl-coenzyme A delta isomeraseDci fatty acid metabolism /// fatty acid beta-oxidation /// metabolismcatalytic activity /// dodecenoyl-CoA delta-isomerase activity /// isomerase activitymitochondrionMitochondrial_fatty_acid_betaoxidation

I 0 CD63 antigen Cd63 --- --- lysosome /// plasma membrane /// integral to membrane---

I 0 alpha-2-macroglobulinA2m acute-phase responseendopeptidase inhibitor activity /// serine-type endopeptidase inhibitor activity /// wide-spectrum protease inhibitor activityextracellular /// extracellular space---

MI 0,01 Rbs11 protein Rbs11 --- G-protein coupled receptor activity /// 7tm_1;rhodopsin-like receptor activity;6.7e-94--- GPCRs_Class_A_Rhodopsin-like /// Peptide_GPCRs

I 0 potassium channel, subfamily K, member 2Kcnk2 --- potassium channel activity--- ---

I 0 Rattus norvegicus similar to protective protein precursor - mouse (LOC296370), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Mylk protein (LOC288057), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Bifunctional aminoacyl-tRNA synthetase (LOC289352), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to polynucleotide phosphorylase-like protein (LOC360992), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to RECS1 (LOC316516), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to sprouty 1 (LOC294981), mRNA--- --- --- --- ---

I 0 zinc finger protein 191Zfp191 --- --- --- ---



I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_055745.1 (H.sapiens)  KIAA0972 protein [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 eukaryotic translation initiation factor 4E binding protein 1Eif4ebp1 --- --- --- ---

I 0 glutathione S-transferase, pi 2Gstp2 glutathione conjugation reactionglutathione transferase activity /// transferase activity--- ---

I 0 Rattus norvegicus similar to radixin=esp10 product (LOC315655), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to LIV-1 protein, estrogen regulated (LOC291733), mRNA--- --- --- --- ---

I 0 ATX1 (antioxidant protein 1) homolog 1 (yeast)Atox1 response to oxidative stressHMA;metal ion binding;6.7e-11--- ---

I 0 diacylglycerol O-acyltransferase homolog 2 (mouse)Dgat2 --- --- --- ---

I 0 Rattus norvegicus similar to CHO functionally unknown type II transmembrane protein (LOC297073), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Smfn protein (LOC300689), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:T08676 (H.sapiens) T08676 hypothetical protein DKFZp564G2022.1 - human (fragment)--- --- --- --- ---

I 0 sulfatase FP LOC171396 --- 3.1.6.14;N-acetylglucosamine-6-sulfatase activity;4.22e-143 /// Sulfatase;sulfuric ester hydrolase activity;6.9e-56--- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_055680.1 (H.sapiens)  chromosome condensation-related SMC-associated protein 1; chromosome condensation-related SMC-associated protein 1; KIAA0159 gene product [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 adenosine deaminase, RNA-specificAdar RNA processing /// mRNA processingRNA binding /// double-stranded RNA binding /// double-stranded RNA adenosine deaminase activity /// adenosine deaminase activity /// hydrolase activityintracellular /// nucleus---

I 0 Wiskott-Aldrich syndrome protein interacting proteinWaspip --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 8030446C20 (LOC361878), mRNA--- --- --- --- ---

I 0 Inhibitor of DNA binding 1, helix-loop-helix protein (splice variation)Id1 negative regulation of transcription from Pol II promoter /// development /// regulation of angiogenesisDNA binding nucleus ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to mKIAA1757 protein (LOC297514), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein pir:A35041 (H.sapiens) A35041 ryanodine receptor type 1, skeletal muscle - human--- --- --- --- ---

I 0 vesicle-associated calmodulin-binding protein1G5 --- pkinase;protein kinase activity;2.2e-65--- ---

I 0 Rattus norvegicus similar to kidney predominant protein (LOC295231), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_000353.1 (H.sapiens)  tissue inhibitor of metalloproteinase 3 precursor; Tissue inhibitor of metalloproteinase-3 [Homo sapiens]--- --- TIMP;metalloendopeptidase inhibitor activity;7.1e-137--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_039234.1 (H.sapiens)  chloride intracellular channel 4; chloride intracellular channel 4 like [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus similar to alpha isoform of regulatory subunit A, protein phosphatase 2; serine/threonine protein phosphatase A subunit type 2A; protein phosphatase PP2A (LOC315648), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus similar to CG6210-PB (LOC362066), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 3830405G04 (LOC289468), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to LIM domain only 4; LIM only 4; ethanol induced 4 (LOC362051), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 fibrinogen-like 2 Fgl2 --- --- --- Blood_Clotting_Cascade

I 0 asparagine synthetaseAsns asparagine biosynthesis /// glutamine metabolism /// metabolismasparagine synthase (glutamine-hydrolyzing) activity /// ligase activity--- Alanine-Aspartate_Metabolism

MI 0,01 20-alpha-hydroxysteroid dehydrogenaseLOC171516 --- 1.1.1.149;20-alpha-hydroxysteroid dehydrogenase activity;1.35e-109 /// 1.3.1.20;trans-1,2-dihydrobenzene-1,2-diol dehydrogenase activity;1.08e-107--- C21-Steroid hormone metabolism /// C-21_Steroid_Hormone_Metabolism

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to NimA-related protein kinase (LOC299204), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to pituitary tumor-transforming gene 1 protein-interacting protein (LOC365548), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein BC008163 (LOC362618), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to AD037 protein isoform a (LOC362423), mRNA--- --- --- --- ---

I 0 acetyl-Coenzyme A dehydrogenase, long-chainAcadl electron transport /// fatty acid metabolismacyl-CoA dehydrogenase activity /// long-chain-acyl-CoA dehydrogenase activity /// oxidoreductase activityextracellular space /// mitochondrionFatty_Acid_Degradation /// Mitochondrial_fatty_acid_betaoxidation

I 0 fucosidase, alpha-L- 1, tissueFuca --- alpha-L-fucosidase activity--- ---

I 0 Rgc32 protein Rgc32 --- --- --- ---

I 0 adenosine deaminase, RNA-specificAdar RNA processing /// mRNA processingRNA binding /// double-stranded RNA binding /// double-stranded RNA adenosine deaminase activity /// adenosine deaminase activity /// hydrolase activityintracellular /// nucleus---



I 0 fatty acid binding protein 5, epidermalFabp5 transport transporter activity /// binding /// lipid binding--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P55209 (H.sapiens) NPL1_HUMAN Nucleosome assembly protein 1-like 1 (NAP-1 related protein)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Unknown (protein for MGC:72616)MGC72616 --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to mNori-2p (LOC366250), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to mutant p53 binding protein 1 (LOC293677), mRNA--- --- --- --- ---

I 0 SH3-domain kinase binding protein 1Sh3kbp1 --- --- nucleus /// kinesin complex /// membrane---

I 0 Rattus norvegicus similar to Tnfaip2 protein (LOC299340), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 0610025L06 (LOC360646), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 guanine nucleotide binding protein, alpha inhibiting 3Gnai3 signal transduction /// G-protein coupled receptor protein signaling pathwaysignal transducer activity /// GTP binding--- G_Protein_Signaling

I 0 solute carrier family 12, member 4Slc12a4 transport /// ion transport /// potassium ion transport /// sodium ion transport /// chloride transport /// amino acid transporttransporter activity /// amino acid-polyamine transporter activity /// symporter activity /// cation:chloride symporter activitymembrane /// integral to membrane---

I 0 transporter 2, ATP-binding cassette, sub-family B (MDR/TAP)Tap2 transport /// oligopeptide transport /// immune responsenucleotide binding /// ATP-binding cassette (ABC) transporter activity /// ATP binding /// oligopeptide transporter activityextracellular space /// integral to plasma membrane /// membrane /// integral to membrane---

I 0 cathepsin L Ctsl proteolysis and peptidolysiscysteine-type endopeptidase activity /// cathepsin L activity /// actinidain activity /// peptidase activity /// cysteine-type peptidase activity /// hydrolase activityextracellular space /// lysosome---

I 0 nicotinamide nucleotide transhydrogenaseNnt electron transport /// proton transportNAD(P)+ transhydrogenase (B-specific) activity /// NAD(P) transhydrogenase activity /// NAD(P)+ transhydrogenase (AB-specific) activity /// oxidoreductase activitymitochondrion /// integral to membrane---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 RAS protein-specific guanine nucleotide-releasing factor 2Rasgrf2 intracellular signaling cascade /// small GTPase mediated signal transductionguanyl-nucleotide exchange factor activity--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to interferon gamma receptor 2 (LOC360697), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to cellular repressor of E1A-stimulated genes CREG (LOC289185), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

MI 0 Unknown (protein for MGC:72598)MGC72598 --- --- --- ---

I 0 CD38 antigen Cd38 --- NAD+ nucleosidase activity /// hydrolase activityintegral to membrane---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

MI 0 Rattus norvegicus similar to SRY sex determining region Y-box 9 protein (LOC363698), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_080547.1 (M.musculus)  RIKEN cDNA 1110018M03 [Mus musculus]--- --- --- --- ---

I 0 Rattus norvegicus similar to PISSLRE (LOC361434), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 3-phosphoglycerate dehydrogenasePhgdh L-serine biosynthesisphosphoglycerate dehydrogenase activity /// oxidoreductase activity /// oxidoreductase activity, acting on the CH-OH group of donors, NAD or NADP as acceptor--- ---

I 0 secretogranin 2 Scg2 --- calcium ion bindingextracellular space---

I 0 Ras-related GTP-binding protein Rab29Rab29 --- ras;small monomeric GTPase activity;1e-46--- ---

I 0 ceruloplasmin Cp iron ion homeostasis /// plasma membrane copper ion transportferroxidase activity /// multicopper ferroxidase iron transport mediator activity /// copper ion binding /// oxidoreductase activityextracellular space---

I 0 syntaxin 4 Stx4a neurotransmitter transport /// intracellular protein transportprotein transporter activitykinesin complex /// membrane /// integral to membrane---

I 0 syndecan 2 Sdc2 --- cytoskeletal protein bindingmembrane /// integral to membrane---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I39175 (H.sapiens) I39175 SH2-domain protein Grb-IR - human--- --- --- --- ---

I 0 Rattus norvegicus similar to 6-phosphogluconate dehydrogenase, decarboxylating (LOC362660), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 9430096L06 (LOC291813), mRNA--- --- --- --- ---

I 0 Chemokine receptor (LCR1)Cxcr4 neuronal cell recognition7tm_1;rhodopsin-like receptor activity;6.4e-89--- GPCRs_Class_A_Rhodopsin-like /// Peptide_GPCRs

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:S26689 (M.musculus) S26689 hypothetical protein hc1 - mouse (fragment)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 Rattus norvegicus similar to eIF-1A (LOC317163), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_083693.1 (M.musculus)  RIKEN cDNA 9030605E16 [Mus musculus]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 cysteine-rich protein 2Crip2 --- --- --- ---

I 0 prolyl 4-hydroxylase, beta polypeptideP4hb electron transport /// peptidyl-proline hydroxylation to 4-hydroxy-L-prolineprotein disulfide isomerase activity /// procollagen-proline 4-dioxygenase activity /// electron transporter activity /// isomerase activityextracellular space /// endoplasmic reticulum---

I 0 cyclin G1 Ccng1 regulation of cell cycle /// cytokinesis /// cell cycle /// mitosiscyclin-dependent protein kinase regulator activitynucleus ---

MI 0,01 placental growth factorPgf --- PDGF;growth factor activity;1.8e-19--- ---

I 0 implantation-associated proteinIAG2 --- --- --- ---

I 0 tight junction protein 2Tjp2 --- --- tight junction---

I 0 Rattus norvegicus hypothetical LOC291080 (LOC291080), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 2310046G15 gene (LOC308807), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:S12207 (M.musculus) S12207 hypothetical protein (B2 element) - mouse--- --- --- --- ---

I 0 Rattus norvegicus similar to Sh3bgrl protein (LOC302363), mRNA--- --- --- --- ---

MI 0,01 --- --- --- --- --- ---

I 0 myosin VIIA and Rab interacting proteinMyrip --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to membrane targeting translocation system protein like (2A562) (LOC289378), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to acid phosphatase 6, lysophosphatidic (LOC295305), mRNA--- --- --- --- ---

I 0 aquaporin 4 Aqp4 transport /// water transporttransporter activity /// water channel activity /// porin activitymitochondrial outer membrane /// integral to plasma membrane /// membrane /// integral to membrane---

I 0 cysteine and glycine-rich protein 1Csrp1 actin cytoskeleton organization and biogenesisprotein binding /// zinc ion bindingnucleus /// actin cytoskeleton---

MI 0,01 expressed in non-metastatic cells 6, protein (nucleoside diphosphate kinase)Nme6 GTP biosynthesis /// UTP biosynthesis /// CTP biosynthesisnucleoside-diphosphate kinase activity /// ATP binding /// kinase activity /// transferase activityextracellular space---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:O60315 (H.sapiens) SIP1_HUMAN Zinc finger homeobox protein 1b (Smad interacting protein 1) (SMADIP1)--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 1500015O10 (LOC363225), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 calpastatin Cast protein catabolismcysteine protease inhibitor activity /// calpain inhibitor activity--- ---

I 0 Rattus norvegicus similar to SPI6 (LOC361241), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu antigen R) (LOC363854), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 LYRIC Lyric --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to fragile-X-related protein 1 isoform e (LOC361927), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to transgelin 2; SM22-alpha homolog (LOC304983), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to coactosin-like 1; coactosin-like protein (LOC361422), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus guanine nucleotide binding protein beta 4 subunit mRNA, partial cds--- --- --- --- ---

I 0 prostaglandin F2 receptor negative regulatorPtgfrn negative regulation of protein biosynthesisprotein bindingintegral to membrane---

I 0 retinal pigment epithelium, 65 kDaRpe65 --- --- --- ---

I 0 transforming growth factor, beta receptor 1Tgfbr1 protein amino acid phosphorylationprotein kinase activity /// protein serine/threonine kinase activity /// transmembrane receptor protein serine/threonine kinase activity /// protein kinase CK2 activity /// cAMP-dependent protein kinase activity /// receptor activity /// transforming growth factor beta receptor activity /// ATP binding /// transferase activitymembrane /// integral to membraneTGF_Beta_Signaling_Pathway

I 0 ornithine decarboxylase 1Odc1 polyamine biosynthesiscatalytic activity /// ornithine decarboxylase activity /// lyase activity /// carboxy-lyase activity--- ---

I 0 galactosidase, beta 1Glb1 carbohydrate metabolismbeta-galactosidase activity /// hydrolase activity /// hydrolase activity, acting on glycosyl bondsextracellular space /// lysosome /// beta-galactosidase complex---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to expressed sequence AI480570 (LOC304429), mRNA--- --- --- --- ---

I 0 sphingosine-1-phosphate lyase 1Spgl1 --- pyridoxal_deC;carboxy-lyase activity;2.2e-09--- ---

I 0 --- --- --- --- --- ---



I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Extracellular matrix protein 2 precursor (Matrix glycoprotein SC1/ECM2) (LOC291018), mRNA--- --- --- --- ---

I 0 interferon-related developmental regulator 1Ifrd1 neurogenesis --- nucleus ---

I 0 ceroid-lipofuscinosis, neuronal 2Cln2 --- serine-type endopeptidase activity /// peptidase activity /// hydrolase activity /// tripeptidyl-peptidase I activitylysosome ---

I 0 myeloid cell leukemia sequence 1Mcl1 --- Bcl-2;apoptosis regulator activity;3.2e-48--- ---

I 0 platelet derived growth factor receptor, alpha polypeptidePdgfra protein amino acid phosphorylation /// transmembrane receptor protein tyrosine kinase signaling pathway /// organogenesis /// male genital morphogenesisprotein kinase activity /// protein serine/threonine kinase activity /// protein-tyrosine kinase activity /// transmembrane receptor protein tyrosine kinase activity /// receptor activity /// ATP binding /// transferase activityextracellular space /// membrane /// integral to membrane---

I 0 nidogen (entactin)Nid cell adhesion /// cell-matrix adhesioncell adhesion molecule activityextracellular matrix /// basement membrane---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to FK506 binding protein 9 (LOC297123), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0 phosphoribosyl pyrophosphate synthetase 2Prps2 nucleoside metabolism /// ribonucleoside monophosphate biosynthesis /// nucleotide biosynthesismagnesium ion binding /// ribose-phosphate diphosphokinase activity /// kinase activity /// transferase activity /// lipoate-protein ligase B activity--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to no mitochondrial derivative CG5395-PA (LOC309532), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to testis-specific gene (LOC361202), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to C11orf17 protein (LOC361624), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to GTPase (LOC308875), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to junctional adhesion Molecule-2, JAM-2 (LOC315509), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 0610025G21 (LOC305156), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to activating transcription factor 7 interacting protein; ATFa-associated Modulator (LOC312800), mRNA--- --- --- --- ---

I 0 di-N-acetylchitobiaseCtbs carbohydrate metabolism /// metabolismcatalytic activity /// hydrolase activity /// hydrolase activity, acting on glycosyl bondslysosome ---

I 0 cytochrome P450, subfamily 1B, polypeptide 1Cyp1b1 electron transportmonooxygenase activity /// oxidoreductase activityextracellular space /// endoplasmic reticulum /// microsome /// membrane---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:Q9Y5L3 (H.sapiens) ENP2_HUMAN Ectonucleoside triphosphate diphosphohydrolase 2 (NTPDase2) (Ecto-ATPase) (CD39 antigen-like 1)--- --- 3.6.1.5;apyrase activity;1e-147--- ---

I 0 Rattus norvegicus similar to 40S ribosomal protein S20 (LOC367130), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus similar to FLJ00343 protein (LOC293860), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to GLUTATHIONE S-TRANSFERASE 8 (GST 8-8) (CHAIN 8) (GST CLASS-ALPHA) (LOC300850), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 hexosaminidase AHexa carbohydrate metabolismbeta-N-acetylhexosaminidase activity /// hydrolase activity /// hydrolase activity, acting on glycosyl bondslysosome ---

I 0 Rattus norvegicus similar to complement-c1q tumor necrosis factor-related protein (LOC315598), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Sulfatase modifying factor 1 precursor (C-alpha-formyglycine-generating enzyme 1) (LOC362409), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 2310057H16 (LOC307351), mRNA--- --- --- --- ---

I 0 step II splicing factor SLU7Slu7 --- --- --- ---

I 0 Rattus norvegicus similar to Q9H4T4 like (LOC306844), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Fc receptor, IgG, alpha chain transporterFcgrt immune responsereceptor activity /// IgG bindingextracellular space /// membrane /// integral to membrane---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein prf:2211222A (H.sapiens) 2211222A Na dicarboxylate cotransporter [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to mutant p53 binding protein 1 (LOC293677), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to 5-3 exoribonuclease 2; Dhm1-like protein (mouse homolog) (LOC362229), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 histone deacetylase 1Hdac1 --- --- --- ---

I 0 cathepsin D Ctsd proteolysis and peptidolysisaspartic-type endopeptidase activity /// cathepsin D activity /// pepsin A activity /// hydrolase activitylysosome ---

I 0 carbonic anhydrase 4Ca4 one-carbon compound metabolismcarbonate dehydratase activity /// zinc ion binding /// lyase activitymembrane---

MI 0,01 synaptorin LOC66030 --- --- MARVEL;membrane;2.1e-58---

I 0 --- --- --- --- --- ---

MI 0 serine (or cysteine) proteinase inhibitor, clade E, member 2Serpine2 --- serine-type endopeptidase inhibitor activity /// heparin bindingextracellular space---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:Q93077 (H.sapiens) H2AL_HUMAN Histone H2A.l (H2A/l)--- --- --- --- ---

I 0 Rattus norvegicus similar to B29 protein (LOC361348), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I60486 (R.norvegicus) I60486 gene trg protein - rat (fragment)--- --- --- --- ---

I 0 Rattus norvegicus similar to Low-density lipoprotein receptor-related protein 10 (LOC305880), mRNA--- --- IGFBP;insulin-like growth factor binding;1.2e-29--- ---

I 0 RAP1B, member of RAS oncogene familyRap1b --- ras;small monomeric GTPase activity;1.3e-79--- ---

I 0 mannose-binding protein associated serine protease-1Masp1 complement activationserine-type peptidase activity /// 3.4.21.41;complement component C1r activity;1.91e-179--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 connective tissue growth factorCtgf angiogenesis /// cell adhesion /// intracellular signaling cascadeheparin binding /// IGFBP;insulin-like growth factor binding;5.8e-33--- ---

I 0 ectonucleotide pyrophosphatase/phosphodiesterase 2Enpp2 nucleotide metabolismnucleic acid binding /// catalytic activity /// endonuclease activity /// nucleotide diphosphatase activity /// hydrolase activity /// 3.1.4.1;phosphodiesterase I activity;4.86e-250integral to membrane---

I 0 nuclear factor kappa B p105 subunitNfkb1 regulation of transcription, DNA-dependent /// response to oxidative stress /// signal transductionDNA binding /// transcription factor activitynucleus /// cytoplasmApoptosis /// TGF_Beta_Signaling_Pathway

I 0 Rattus norvegicus similar to 0610007L01Rik protein (LOC288616), mRNA--- --- --- --- ---

I 0 gap junction membrane channel protein alpha 1Gja1 cell communication /// cell-cell signaling /// regulation of heart rategap-junction forming channel activity /// connexon channel activitygap junction /// connexon complex /// integral to membraneGap_Junction_Proteins-Connexins

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Wiskott-Aldrich syndrome protein interacting proteinWaspip --- --- --- ---

I 0 folate receptor 1 (adult)Folr1 --- --- --- ---

I 0 Rattus norvegicus similar to annexin A11 (LOC290527), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to kinesin motor protein KIFC3 (LOC307644), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:T08676 (H.sapiens) T08676 hypothetical protein DKFZp564G2022.1 - human (fragment)--- --- --- --- ---

I 0 Rattus norvegicus similar to choline phosphotransferase 1; cholinephosphotransferase 1 alpha; cholinephosphotransferase 1 (LOC362866), mRNA--- --- --- --- ---

I 0 ribosomal protein S2Rps2 protein biosynthesisstructural constituent of ribosomeintracellular /// ribosome /// small ribosomal subunit---

I 0 solute carrier family 13 (sodium-dependent dicarboxylate transporter), member 3Slc13a3 --- Na_sulph_symp;transporter activity;3.6e-99--- ---

I 0 regulator of G-protein signaling protein 2Rgs2 negative regulation of G-protein coupled receptor protein signaling pathwayRGS;signal transducer activity;1.9e-59--- ---

I 0 small inducible cytokine A4Scya4 --- IL8;chemokine activity;2.8e-33--- ---

I 0 ribonucleoprotein FHnrpf --- rrm;nucleic acid binding;0.00042--- ---

I 0 Rattus norvegicus similar to tropomodulin 3 (LOC300838), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 2310021G01 (LOC311742), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_116062.1 (H.sapiens)  hypothetical protein MGC10882 [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus similar to Ribosome-binding protein 1 (Ribosome receptor protein) (mRRp) (LOC311483), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to integral type I protein (LOC300888), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Protein transport protein Sec23B (SEC23-related protein B) (LOC362226), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 vesicle-associated membrane protein 5Vamp5 --- --- --- ---

I 0 gap junction protein, beta 6 (connexin 30)Gjb6 apoptosis /// cell communicationconnexin;connexon channel activity;6.1e-140--- ---



I 0 Rattus norvegicus similar to Potentail helicase MOV-10 (LOC310756), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to AT1 receptor-associated protein (LOC298646), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to RIKEN cDNA 1110018P21 (LOC316719), mRNA--- --- --- --- ---

I 0 low Mr GTP-binding proteinram --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 syndecan 2 Sdc2 --- cytoskeletal protein bindingmembrane /// integral to membrane---

I 0 Rattus norvegicus DD6C4-4 mRNA, partial sequence--- --- --- --- ---

I 0 Rattus norvegicus similar to class II cytokine receptor 4 (LOC304091), mRNA--- --- --- --- ---

I 0 protein phosphatase 1, regulatory (inhibitor) subunit 1APpp1r1a glycogen metabolism /// signal transductionprotein phosphatase inhibitor activity--- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_116255.1 (H.sapiens)  hypothetical protein FLJ14957 [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:A35329 (H.sapiens) A35329 EVI2 protein precursor - human--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 5830480G12 (LOC295635), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0 tropomyosin isoform 6LOC286890 --- --- --- ---

I 0 vesicle-associated membrane protein 3Vamp3 --- --- kinesin complex /// integral to membrane /// synaptosome /// synapse---

I 0 polypyrimidine tract binding proteinPtb mRNA splicing nucleic acid binding /// RNA bindingnucleus ---

I 0 gap junction membrane channel protein alpha 1Gja1 cell communication /// cell-cell signaling /// regulation of heart rategap-junction forming channel activity /// connexon channel activitygap junction /// connexon complex /// integral to membraneGap_Junction_Proteins-Connexins

I 0 ninjurin 1 Ninj1 cell adhesion cell adhesion molecule activityintegral to membrane---

I 0 thymosin beta-like proteinLOC286978 --- --- --- ---

MI 0,01 pincher Ehd4 --- --- --- ---

I 0 tight junction protein 1Tjp1 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to leucyl-tRNA synthetase (LOC291624), mRNA--- --- --- --- ---

I 0 Rattus norvegicus DD6C4-4 mRNA, partial sequence--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 6720485C15 (LOC360639), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to recombination activating gene 1 gene activation (LOC295245), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_058625.1 (H.sapiens)  chloride intracellular channel 5 [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P57087 (H.sapiens) JAM2_HUMAN Junctional adhesion molecule 2 precursor (Vascular endothelial junction-associated molecule) (VE-JAM)--- --- --- --- ---

I 0 Rattus norvegicus similar to Coatomer zeta-1 subunit (Zeta-1 coat protein) (Zeta-1 COP) (CGI-120) (HSPC181) (LOC315345), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 profilin Pfn1 cytoskeleton organization and biogenesis /// actin cytoskeleton organization and biogenesisactin binding cytoskeleton /// actin cytoskeletonG13_Signaling_Pathway

I 0 dipeptidylpeptidase 7Dpp7 --- serine-type endopeptidase activity /// 3.4.16.2;lysosomal Pro-X carboxypeptidase activity;3.47e-156 /// Peptidase_S28;serine-type peptidase activity;1.7e-73--- ---

I 0 CD38 antigen Cd38 --- NAD+ nucleosidase activity /// hydrolase activityintegral to membrane---

I 0 MARCKS-like proteinMlp vesicle-mediated transportMARCKS;calmodulin binding;1.7e-56--- ---

I 0 tubulin, beta 5 Tubb5 microtubule-based process /// microtubule-based movement /// natural killer cell mediated cytolysischaperone activity /// structural molecule activity /// GTP binding /// MHC class I protein bindingmicrotubule /// tubulin---

I 0 nuclear receptor subfamily 1, group D, member 1Nr1d1 regulation of transcription, DNA-dependentDNA binding /// transcription factor activity /// steroid hormone receptor activity /// receptor activity /// ligand-dependent nuclear receptor activitynucleus ---

I 0 microtubule-associated protein, RP/EB family, member 1Mapre1 --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 0610025O11 gene (LOC292485), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to ribonuclease P1 (LOC291071), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to radixin=esp10 product (LOC315655), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_004193.1 (H.sapiens)  thymosin, beta 4, Y chromosome; thymosin beta-4, Y isoform [Homo sapiens]--- --- --- --- ---

I 0 Rattus norvegicus similar to Peroxisomal proliferator-activated receptor A interacting complex 285 kDa protein (PPAR-alpha interacting complex protein 285) (LOC296474), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RAE1 RNA export 1 homolog; DNA segment, Chr 2, ERATO Doi 342, expressed (LOC362281), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Mesoderm development candidate 2 (LOC308796), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_060231.1 (H.sapiens)  hypothetical protein FLJ20312 [Homo sapiens]--- --- FA_desaturase;oxidoreductase activity;3.9e-81--- ---

I 0 homolog of mouse quaking QKI (KH domain RNA binding protein)Qki --- --- --- ---

I 0 Unknown (protein for MGC:72614)MGC72614 --- --- --- ---

I 0 ribosomal protein S5Rps5 protein biosynthesis /// ribosome biogenesisstructural constituent of ribosomeintracellular /// cytosolic ribosome (sensu Eukarya) /// ribosome /// small ribosomal subunit---

MI 0,01 aldehyde dehydrogenase 2Aldh2 metabolism aldehyde dehydrogenase (NAD) activity /// ATP binding /// oxidoreductase activitymitochondrion---

I 0 carbonyl reductaseLOC266686 --- adh_short;oxidoreductase activity;7.3e-74--- ---

I 0 laminin, gamma 1Lamc1 --- --- extracellular matrix /// laminin-1 /// laminin-3Inflammatory_Response_Pathway

I 0 Rattus norvegicus similar to RIKEN cDNA 0610009D16 (LOC316237), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein FLJ10652 (LOC316982), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 2210021A15 (LOC362575), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to endothelial monocyte-activating polypeptide (LOC295195), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I60307 (E. coli) I60307 beta-galactosidase, alpha peptide - Escherichia coli--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0 Rattus norvegicus similar to rhombotin homolog 2 - mouse (LOC362176), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 2300002L21 (LOC361991), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 guanine nucleotide binding protein 10Gng10 --- --- --- ---

I 0 Rattus norvegicus similar to immediate early response 3 (LOC294235), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 aquaporin 1 Aqp1 transport /// water transporttransporter activity /// water channel activity /// porin activityextracellular space /// mitochondrial outer membrane /// integral to plasma membrane /// membrane /// integral to membrane---

I 0 HRAS like suppressorHrasls3 --- --- --- ---

I 0 Rattus norvegicus similar to POLYPOSIS LOCUS PROTEIN 1 HOMOLOG (TB2 PROTEIN HOMOLOG) (GP106) (LOC364838), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Cartilage-associated protein precursor (LOC363157), mRNA--- --- --- --- ---

I 0 Unknown (protein for MGC:73002)MGC73002 --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein 5832424M12 (LOC309129), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 3110002N20 (LOC291797), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 4931430I01 (LOC316592), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to cDNA sequence BC003236 (LOC310760), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein MGC5297 (LOC290946), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 reversion induced LIM geneRil intracellular signaling cascade--- --- ---

I 0 cytochrome P450 4F6CYP4F6 p450;electron transport;2.9e-1421.14.15.3;alkane 1-monooxygenase activity;1.1e-139--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to mitochondrial ribosomal protein S6 (LOC288253), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



MI 0,01 LYRIC Lyric --- --- --- ---

I 0 Rattus norvegicus similar to Triple functional domain protein (PTPRF interacting protein) (LOC310192), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to tRNA exportin; EXPORTIN-T (LOC314879), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus LOC361485 (LOC361485), mRNA--- --- --- --- ---

I 0 serum/glucocorticoid regulated kinaseSgk protein amino acid phosphorylation /// sodium ion homeostasis /// apoptosisprotein kinase activity /// protein serine/threonine kinase activity /// protein kinase CK2 activity /// cAMP-dependent protein kinase activity /// ATP binding /// transferase activity--- ---

I 0 NEFA precursor Nucb2 --- efhand;calcium ion binding;0.00073Golgi medial cisterna---

I 0 Rattus norvegicus basophilic leukemia expressed sequence 01 (Bles01) mRNA, partial sequence--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to R27090_2 (LOC290660), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to molecule possessing ankyrin-repeats induced by lipopolysaccharide; IkappaB-zeta (LOC304005), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to actin-related protein 2 (LOC289820), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 neuron-associated developmentally regulated proteinNadrin --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to p53 apoptosis-associated target (LOC292949), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Coatomer gamma-2 subunit (Gamma-2 coat protein) (Gamma-2 COP) (LOC301742), mRNA--- --- --- --- ---

I 0 annexin A7 Anxa7 --- --- --- ---

I 0 Rattus norvegicus similar to RIP (LOC306886), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:S43056 (M.musculus) S43056 hypothetical protein - mouse--- --- --- --- ---

I 0 myeloid cell leukemia sequence 1Mcl1 --- Bcl-2;apoptosis regulator activity;3.2e-48--- ---

I 0 Rattus norvegicus similar to Snx5 protein (LOC296199), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P22695 (H.sapiens) UCR2_HUMAN Ubiquinol-cytochrome C reductase complex core protein 2, mitochondrial precursor (Complex III subunit II)--- --- --- --- ---

I 0 Rattus norvegicus similar to kynurenine aminotransferase/glutamine transaminase K (LOC311844), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to S-CaBP2 (LOC361693), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_062688.1 (M.musculus)  B lymphocyte gene 1; EST X83333 [Mus musculus]--- --- --- --- ---

I 0 ribonuclease L (2', 5'-oligoisoadenylate synthetase-dependent)Rnasel --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to dolichyl-phosphate beta-glucosyltransferase-like (LOC295051), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 1600025D17 (LOC316225), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- transferrin;ferric iron binding;4.4e-201--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_071742.1 (H.sapiens)  IFRG15 protein [Homo sapiens]--- --- --- --- ---

I 0 Unknown (protein for MGC:73017)MGC73017 --- --- --- ---

I 0 Rattus norvegicus similar to 4930544L10Rik protein (LOC308871), mRNA--- --- --- --- ---

I 0 annexin 5 Anxa5 blood coagulationcalcium ion binding /// calcium-dependent phospholipid binding--- ---

I 0 adenosine A2B receptorAdora2b G-protein coupled receptor protein signaling pathway /// regulation of angiogenesisrhodopsin-like receptor activity /// A2B adenosine receptor activity, G-protein coupled /// G-protein coupled receptor activityintegral to membraneGPCRs_Class_A_Rhodopsin-like /// Nucleotide_GPCRs

I 0 stromal cell derived factor 4Sdf4 --- calcium ion bindingGolgi apparatus---

I 0 Rattus norvegicus similar to 1810009O10Rik protein (LOC303321), mRNA--- --- --- --- ---

I 0 guanine nucleotide binding protein 12Gng12 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---



I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to CGI-100-like protein; RIKEN cDNA 3110020O18 (LOC289883), mRNA--- --- --- --- ---

I 0 ribosomal protein S27Rps27 --- Ribosomal_S27e;structural constituent of ribosome;9.4e-39--- ---

I 0 guanine nucleotide binding protein, alpha 12Gna12 signal transduction /// G-protein coupled receptor protein signaling pathway /// dopamine receptor signaling pathwayG-protein-coupled receptor binding /// signal transducer activity /// GTP bindingheterotrimeric G-protein complex /// brush border /// membraneG_Protein_Signaling

I 0 Rattus norvegicus similar to mouse ortholog of the zebrafish hagoromo gene (LOC309444), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 transforming growth factor, beta 2Tgfb2 regulation of cell cycle /// cell proliferation /// cell growth /// lung developmenttransforming growth factor beta receptor binding /// growth factor activity--- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to NIP21 (LOC300811), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 2610028L19 (LOC364834), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 core promoter element binding proteinCopeb regulation of transcription, DNA-dependentDNA binding /// transcription factor activitynucleus /// perinuclear space---

I 0 folate hydrolase Folh1 proteolysis and peptidolysiscatalytic activity /// aminopeptidase activity /// carboxypeptidase activity /// serine-type endopeptidase activity /// peptidase activity /// metallopeptidase activity /// hydrolase activity /// dipeptidase activityintegral to membrane---

I 0 aldehyde dehydrogenase family 9, subfamily A1Aldh9a1 aldehyde metabolism /// metabolism /// carnitine metabolismaldehyde dehydrogenase activity /// aldehyde dehydrogenase (NAD) activity /// electron transporter activity /// oxidoreductase activity /// oxidoreductase activity, acting on the aldehyde or oxo group of donors, NAD or NADP as acceptor /// aminobutyraldehyde dehydrogenase activitycytosol ---

I 0 ZAP 36/annexin IVAnxa4 --- calcium ion binding /// calcium-dependent phospholipid binding--- ---

I 0 Rattus norvegicus RM5 mRNA for ler5, partial sequence--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 coronin, actin-binding protein, 1BCoro1b --- actin binding kinesin complex---

I 0 integral membrane protein Tmp21-I (p23)Tmp21 transport /// intracellular protein transport /// protein transportprotein carrier activity /// protein transporter activityGolgi apparatus /// membrane /// integral to membrane---

I 0 acidic ribosomal protein P0Arbp --- Ribosomal_L10;structural constituent of ribosome;6.3e-50--- Ribosomal_Proteins

I 0 nucleoporin p54 Nup54 --- --- nuclear pore---

I 0 cyclase-associated protein homologueCap1 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 interleukin 6 signal transducerIl6st --- receptor activity /// hematopoietin/interferon-class (D200-domain) cytokine receptor activitymembrane /// integral to membrane---

MI 0,01 Rattus norvegicus similar to N-acetylgalactosamine kinase (GalNAc kinase) (Galactokinase 2) (LOC296117), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Tumor necrosis factor receptor superfamily member 3 precursor (Lymphotoxin-beta receptor) (LOC297604), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to SPI6 (LOC361241), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to START domain containing 7; GTT1-like (LOC296128), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus LOC361928 (LOC361928), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to angiopoietin-related protein 5 (LOC298698), mRNA--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 Rattus norvegicus similar to Alpha-L-iduronidase precursor (LOC360904), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 cleavage and polyadenylation specific factor 4, 30kD subunitCpsf4 --- --- --- ---

I 0 ribosomal protein L29Rpl29 protein biosynthesis /// ribosome biogenesisstructural constituent of ribosomeintracellular /// cytosolic ribosome (sensu Eukarya) /// ribosomeRibosomal_Proteins

I 0 ribosomal protein S12Rps12 protein biosynthesis /// ribosome biogenesisstructural constituent of ribosomeintracellular /// cytosolic ribosome (sensu Eukarya) /// ribosomeRibosomal_Proteins

I 0 cathepsin B Ctsb proteolysis and peptidolysiscysteine-type endopeptidase activity /// cathepsin B activity /// cysteine-type peptidase activity /// hydrolase activitylysosome /// external side of plasma membrane---

I 0 glucuronidase, betaGusb carbohydrate metabolismhydrolase activity, hydrolyzing O-glycosyl compounds /// beta-glucuronidase activity /// hydrolase activity /// hydrolase activity, acting on glycosyl bondslysosome ---

I 0 ferredoxin 1 Fdx1 electron transportelectron transporter activityextracellular space /// mitochondrion---



I 0 growth arrest and DNA-damage-inducible 45 alphaGadd45a protein biosynthesis /// response to DNA damage stimulus /// cell cycle arreststructural constituent of ribosomeribosome Cell_cycle

I 0 solute carrier family 25 (mitochondrial carrier; dicarboxylate transporter), member 10Slc25a10 --- mito_carr;binding;1.8e-23--- ---

I 0 cystatin B Cstb --- cysteine protease inhibitor activity--- ---

I 0 Rat mRNA --- --- --- --- ---

I 0 Rattus norvegicus similar to PTK9 protein tyrosine kinase 9 (LOC315265), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to Kif21b (LOC289397), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to XY body protein (LOC362900), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein FLJ25530 (LOC300517), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to hypothetical protein MGC46719 (LOC295283), mRNA--- --- --- --- ---

I 0 5 nucleotidase Nt5 nucleotide catabolism5'-nucleotidase activity /// hydrolase activity /// hydrolase activity, acting on ester bondsextracellular space /// integral to membrane---

I 0 Rattus norvegicus similar to RA175 (LOC363058), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to CBF1 interacting corepressor (LOC362149), mRNA--- --- --- --- ---

I 0 solute carrier family 6 (neurotransmitter transporter, GABA), member 13Slc6a13 transport /// neurotransmitter transportneurotransmitter:sodium symporter activity /// symporter activityintegral to plasma membrane /// membrane /// integral to membrane---

I 0 septin 2 02. Sep --- GTP_CDC;GTP binding;6.1e-203--- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I60307 (E. coli) I60307 beta-galactosidase, alpha peptide - Escherichia coli--- --- --- --- ---

I 0 Rattus norvegicus similar to DNA segment, Chr 9, Wayne State University 18, expressed (LOC300791), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chainHadhsc --- 1.1.1.35;3-hydroxyacyl-CoA dehydrogenase activity;4.77e-102 /// 3HCDH_N;oxidoreductase activity;2.5e-108--- Fatty_Acid_Degradation /// Fatty_Acid_Synthesis /// Mitochondrial_fatty_acid_betaoxidation

I 0 Rattus norvegicus similar to COP9 complex subunit 4 (LOC360915), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to nuclear transcriptional repressor Mph1 (LOC312690), mRNA--- --- --- --- ---

MI 0 phosphatidylinositol 3-kinase, regulatory subunit, polypeptide 1Pik3r1 intracellular signaling cascade /// B-cell differentiationprotein binding /// kinase activity /// phosphatidylinositol 3-kinase activityphosphoinositide 3-kinase complex---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:O14972 (H.sapiens) DSR3_HUMAN Down syndrome critical region protein 3 (Down syndrome critical region protein A)--- --- --- --- ---

I 0 Rattus norvegicus cDNA clone MGC:72582 IMAGE:5598493, complete cds--- --- --- --- ---

MI 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rat mRNA --- --- --- --- ---

I 0 Rattus norvegicus similar to CDNA sequence BC036333 (LOC290823), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus similar to 2310042L19Rik protein (LOC363465), mRNA--- --- --- --- ---

I 0 mannosidase, alpha, class 2C, member 1Man2c1 carbohydrate metabolismalpha-mannosidase activity /// hydrolase activity /// hydrolase activity, acting on glycosyl bondsendoplasmic reticulum---

I 0 Rattus norvegicus similar to RIKEN cDNA 2410004J23 (LOC287768), mRNA--- --- --- --- ---

I 0 proline arginine-rich end leucine-rich repeat proteinPrelp --- --- extracellular matrix---

I 0 Rattus norvegicus similar to NADP+-specific isocitrate dehydrogenase (LOC293043), mRNA--- --- --- --- ---

I 0 pre-B-cell colony-enhancing factorPbef cell cycle --- nucleus /// cytoplasm---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_000353.1 (H.sapiens)  tissue inhibitor of metalloproteinase 3 precursor; Tissue inhibitor of metalloproteinase-3 [Homo sapiens]--- --- TIMP;metalloendopeptidase inhibitor activity;7.1e-137--- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 1700001E04 (LOC301204), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein FLJ13194 (LOC288108), mRNA--- --- --- --- ---

MI 0,01 2,4-dienoyl CoA reductase 1, mitochondrialDecr1 metabolism 2,4-dienoyl-CoA reductase (NADPH) activity /// oxidoreductase activitymitochondrionFatty_Acid_Synthesis /// Mitochondrial_fatty_acid_betaoxidation

I 0 acid phosphatase 2Acp2 synaptic transmissionacid phosphatase activity /// hydrolase activitylysosome /// synaptosome---

I 0 Mg87 protein Mg87 --- --- --- ---

I 0 von Hippel-Lindau syndrome homologVhl regulation of transcription, DNA-dependent /// negative regulation of cell cycletranscription factor bindingnucleus /// transcription factor complex---

I 0 monoamine oxidase BMaob Amino_oxidase;electron transport;8.2e-971.4.3.4;amine oxidase (flavin-containing) activity;1.43e-112--- ---

I 0 septin 2 02. Sep --- GTP_CDC;GTP binding;6.1e-203--- ---

I 0 thyroid hormone-response protein-1AF348365 --- --- --- ---

I 0 f-spondin Sponf --- --- --- ---

I 0 transforming growth factor beta 1 induced transcript 1Tgfb1i1 --- --- --- ---

I 0 Rattus norvegicus similar to mannosidase, beta A, lysosomal (LOC310864), mRNA--- --- --- --- ---



I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to Peroxisomal membrane protein PEX13 (Peroxin-13) (LOC305581), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to RIKEN cDNA 1110037D14 gene (LOC289469), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 transmembrane protein with EGF-like and two follistatin-like domains 1Tmeff1 --- serine-type endopeptidase inhibitor activity--- ---

I 0 reticulocalbin Rcn --- calcium ion bindingendoplasmic reticulum lumen---

I 0 Rattus norvegicus similar to pyrroline-5-carboxylate synthetase (LOC361755), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus similar to U2 small nuclear ribonucleoprotein polypeptide A (LOC292997), mRNA--- --- --- --- ---

I 0 hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), beta subunitHadhb fatty acid metabolismacetyl-CoA C-acyltransferase activity /// acyltransferase activity /// transferase activitymitochondrionFatty_Acid_Degradation

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 poly(A) binding protein, cytoplasmic 1Pabpc1 --- mRNA binding /// rrm;nucleic acid binding;2.5e-27--- ---

I 0 cytochrome P450 monooxygenaseCyp2J3 p450;electron transport;1.7e-157--- --- ---

I 0 Rattus norvegicus similar to protein tyrosine phosphatase 20 (LOC301333), mRNA--- --- --- --- ---

I 0 CD9 antigen Cd9 --- protein bindingcell surface /// integral to membrane---

I 0 hypertrophic agonist responsive proteinharpB64 --- --- --- ---

I 0 Rattus norvegicus similar to protein tyrosine phosphatase, receptor-type, F interacting protein, binding protein 2; liprin beta 2 (LOC312855), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to hypothetical protein MGC20700 (LOC362824), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to RIKEN cDNA 1110068E08 (LOC299828), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to KIAA2010 protein (LOC360993), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 apurinic/apyrimidinic endonuclease 1Apex1 DNA repair pyrimidine-specific oxidized base lesion DNA N-glycosylase activity /// DNA-(apurinic or apyrimidinic site) lyase activity /// nuclease activity /// endonuclease activity /// lyase activitynucleus ---

I 0 phosphoribosylaminoimidazole carboxylase, phosphoribosylaminoribosylaminoimidazole succinocarboxamide synthetasePaics purine nucleotide biosynthesis /// 'de novo' IMP biosynthesiscatalytic activity /// phosphoribosylaminoimidazole carboxylase activity /// phosphoribosylaminoimidazolesuccinocarboxamide synthase activity /// lyase activity /// carboxy-lyase activity /// ligase activityphosphoribosylaminoimidazole carboxylase complex---

MI 0,01 protein kinase C-etaPrkch protein amino acid phosphorylation /// intracellular signaling cascadeprotein kinase activity /// protein serine/threonine kinase activity /// ATP binding /// transferase activity /// diacylglycerol binding--- G_Protein_Signaling /// Wnt_Signaling

I 0 Rattus norvegicus similar to sulfide quinone reductase-like (LOC317630), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_001488.2 (H.sapiens)--- --- --- --- ---

I 0 integrin, alpha 6 Itga6 --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 guanidinoacetate methyltransferaseGamt creatine biosynthesismethyltransferase activity /// transferase activity /// guanidinoacetate N-methyltransferase activity--- ---

I 0 Transferrin Tf transport /// iron ion transport /// iron ion homeostasisferric iron bindingextracellular /// extracellular space /// endocytic vesicle---

I 0 Rattus norvegicus similar to Alpha-1 catenin (Cadherin-associated protein) (Alpha E-catenin) (LOC307505), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to bA130C19.2 (KIAA0172 protein) (LOC309429), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P55345 (H.sapiens) ANM2_HUMAN Protein arginine N-methyltransferase 2--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to hypothetical protein, MNCb-4414 (LOC296969), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to Rap1 guanine nucleotide-exchange factor PDZ-GEF2B (LOC303141), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to ARP2/3 complex 16 kDa subunit (P16-ARC) (Actin-related protein 2/3 complex subunit 5) (LOC360854), mRNA--- --- --- --- ---

I 0 nuclear receptor coactivator 3Ncoa3 regulation of transcription, DNA-dependenthistone acetyltransferase activity /// transferase activitynucleus ---



I 0 Rattus norvegicus similar to RIKEN cDNA 1300018I05 (LOC309656), mRNA--- --- --- --- ---

I 0 heat-responsive protein 12Hrsp12 --- --- --- ---

I 0 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMPAtic --- MGS;catalytic activity;5.6e-53 /// 3.5.4.10;IMP cyclohydrolase activity;1.68e-234 /// 2.1.2.3;phosphoribosylaminoimidazolecarboxamide formyltransferase activity;1.22e-225--- ---

I 0 tropomyosin isoform 6LOC286890 --- --- --- ---

I 0 Rattus norvegicus similar to aldehyde dehydrogenase family 7, member A1; aldehyde dehydrogenase 7 family, member A1; DNA segment, Chr 18, Wayne State University 181, expressed (LOC291450), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 1110004E09 (LOC288269), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to HSPC049 protein (LOC312225), mRNA--- --- --- --- ---

MI 0 pincher Ehd4 --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_065643.1 (M.musculus)  SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily e, member 1; BAF57 [Mus musculus]--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_002030.1 (H.sapiens)  GRB2-associated binding protein 1 [Homo sapiens]--- --- --- --- ---

I 0 coronin, actin binding protein 1ACoro1a --- --- --- ---

I 0 protein disulfide isomerase-related proteinP5 --- --- --- ---

I 0 Rattus norvegicus high mobility group-17 mRNA, 3' untranslated region, partial sequence--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 2310065K24 (LOC307652), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to RIKEN cDNA 1500026N15 gene (LOC361389), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to chromosome 14 open reading frame 130 (LOC314399), mRNA--- --- --- --- ---

I 0 CUG triplet repeat,RNA-binding protein 2Cugbp2 mRNA splice site selectionpre-mRNA splicing factor activitynucleus ---

I 0 --- --- --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 laminin receptor 1 (67kD, ribosomal protein SA)Lamr1 protein biosynthesisstructural constituent of ribosome /// laminin receptor activityintracellular /// ribosome /// small ribosomal subunitRibosomal_Proteins

I 0 signal sequence receptor 4Ssr4 --- receptor activityendoplasmic reticulum /// integral to membrane---

MI 0,01 neurotensin receptor 2Ntsr2 G-protein coupled receptor protein signaling pathwayrhodopsin-like receptor activity /// G-protein coupled receptor activity /// neurotensin receptor activity, G-protein coupledintegral to membraneGPCRs_Class_A_Rhodopsin-like /// Peptide_GPCRs

I 0 ribosomal protein L22Rpl22 protein biosynthesisRNA binding /// structural constituent of ribosome /// heparin bindingintracellular /// ribosomeRibosomal_Proteins

I 0 Rattus norvegicus similar to 40S RIBOSOMAL PROTEIN S19 (LOC314733), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to large subunit ribosomal protein L36a (LOC292964), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 1110013H04 (LOC362789), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to U6 snRNA-associated Sm-like protein LSm3 (MDS017) (LOC297455), mRNA--- --- --- --- ---

I 0 ADP-ribosylation factor 4Arf4 intracellular protein transport /// small GTPase mediated signal transduction /// protein transportsmall monomeric GTPase activity /// GTP binding /// protein transporter activityGolgi apparatus---

I 0 cyclin-dependent kinase 4Cdk4 regulation of cell cycle /// cytokinesis /// protein amino acid phosphorylation /// cell cycleprotein kinase activity /// protein serine/threonine kinase activity /// protein kinase CK2 activity /// cAMP-dependent protein kinase activity /// ATP binding /// transferase activity--- Cell_cycle

I 0 Rattus norvegicus similar to 60S ACIDIC RIBOSOMAL PROTEIN P2 (LOC293626), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA A930011F22 gene (LOC298309), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to snapin (LOC295217), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to DNA segment, Chr 3, ERATO Doi 250, expressed (LOC308017), mRNA--- --- --- --- ---

I 0 eyes absent 2 homolog (Drosophila)Eya2 --- --- --- ---

I 0 enoyl coenzyme A hydratase 1Ech1 fatty acid metabolism /// metabolismcatalytic activity /// isomerase activitymitochondrion /// peroxisome---

I 0 Rattus norvegicus similar to eukaryotic translation initiation factor 3 p42 subunit (LOC298700), mRNA--- --- --- --- ---

I 0 ribosomal protein L15Rpl15 protein biosynthesisRNA binding /// structural constituent of ribosomeintracellular /// ribosomeRibosomal_Proteins

I 0 complement component 1, q subcomponent binding proteinC1qbp --- --- mitochondrion /// mitochondrial matrix---

MI 0,01 matrix Gla proteinMgp --- calcium ion bindingextracellular /// extracellular space---

I 0 ribosomal protein S26Rps26 protein biosynthesisRNA binding /// structural constituent of ribosomeintracellular /// ribosome /// cytosolic small ribosomal subunit (sensu Eukarya)Ribosomal_Proteins

I 0 drebrin-like Dbnl --- cofilin_ADF;actin binding;1.1e-20--- ---

I 0 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:Q16465 (H.sapiens) YZA1_HUMAN HYPOTHETICAL PROTEIN--- --- --- --- ---



I 0 caldesmon 1 Cald1 muscle contraction /// muscle developmentactin binding /// calmodulin binding /// myosin binding--- ---

MI 0,01 Rattus norvegicus similar to presenilins associated rhomboid-like protein (LOC287979), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to chromosome 6 open reading frame 83; similar to RIKEN cDNA 5630401J11 (LOC292305), mRNA--- --- --- --- ---

I 0 N-myristoyltransferase 1Nmt1 --- 2.3.1.97;glycylpeptide N-tetradecanoyltransferase activity;1.46e-219 /// NMT;glycylpeptide N-tetradecanoyltransferase activity;4.8e-132--- ---

I 0 flavin containing monooxygenase 1Fmo1 electron transport /// transportmonooxygenase activity /// dimethylaniline monooxygenase (N-oxide-forming) activity /// transporter activity /// disulfide oxidoreductase activity /// oxidoreductase activityextracellular space /// microsome /// integral to membrane---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P25112 (H.sapiens) RS28_HUMAN 40S ribosomal protein S28--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to hypothetical protein from BCRA2 region (LOC288416), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to pellino protein (LOC305549), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_076476.1 (R.norvegicus)  TEMO [Rattus norvegicus]--- --- --- --- ---

I 0 Rattus norvegicus similar to ADP-ribosylation factor binding protein GGA2 (Golgi-localized, gamma ear-containing, ARF-binding protein 2) (Gamma-adaptin related protein 2) (Vear) (VHS domain and ear domain of gamma-adaptin) (LOC293455), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequence with strong similarity to protein sp:Q9ULT0 (H.sapiens) YB40_HUMAN Hypothetical protein KIAA1140--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to zinc finger protein (LOC300685), mRNA--- --- --- --- ---

I 0 eukaryotic translation elongation factor 1 alpha 1Eef1a1 protein biosynthesis /// translational elongationDNA binding /// translation elongation factor activity /// GTP binding /// transcriptional repressor activitycytoplasm /// eukaryotic translation elongation factor 1 complexTranslation_Factors

I 0 Rattus norvegicus similar to methyl-CpG binding domain protein 2 (LOC291525), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to thyroid hormone receptor interactor 12; thyroid receptor interacting protein 12 (LOC316575), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to selective hybridizing clone (LOC308666), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 RNA binding protein HuBHub --- RNA binding --- ---

I 0 translation elongation factor 1-delta subunitEef1d --- --- --- Translation_Factors

I 0 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I60307 (E. coli) I60307 beta-galactosidase, alpha peptide - Escherichia coli--- --- --- --- ---

I 0 CDK105 protein Cdk105 --- Ribosomal_S8e;structural constituent of ribosome;4.3e-76--- ---

MI 0,01 ribosomal protein S6Rps6 protein biosynthesisRNA binding /// structural constituent of ribosomeintracellular /// ribosome /// cytosolic small ribosomal subunit (sensu Eukarya)Ribosomal_Proteins

I 0 ribosomal protein L10aRpl10a protein biosynthesis /// embryogenesis and morphogenesisstructural constituent of ribosomeintracellular /// ribosome /// cytosolic large ribosomal subunit (sensu Eukarya)---

I 0 Rattus norvegicus similar to Rab family small GTPase Rah (LOC360571), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 --- --- --- --- --- ---

I 0 laminin receptor 1 (67kD, ribosomal protein SA)Lamr1 protein biosynthesisstructural constituent of ribosome /// laminin receptor activityintracellular /// ribosome /// small ribosomal subunitRibosomal_Proteins

MI 0,01 ribosomal protein s25Rps25 protein biosynthesisRNA binding /// structural constituent of ribosomecytosolic small ribosomal subunit (sensu Eukarya)---

I 0 Rattus norvegicus similar to Nonhistone chromosomal protein HMG-14 (High-mobility group nucleosome binding domain 1) (LOC360704), mRNA--- --- --- --- ---

I 0 tissue factor pathway inhibitorTfpi blood coagulationserine-type endopeptidase inhibitor activityextracellular space---

I 0 glutamate dehydrogenase 1Glud1 amino acid metabolismglutamate dehydrogenase [NAD(P)+] activity /// oxidoreductase activitymitochondrionGlutamate_Metabolism

I 0 Rattus norvegicus transcribed sequences--- --- rrm;nucleic acid binding;6.4e-28--- ---

I 0 parathyroid hormone receptor 1Pthr1 skeletal development /// G-protein coupled receptor protein signaling pathway /// bone mineralizationreceptor activity /// G-protein coupled receptor activity /// parathyroid hormone receptor activitymembrane /// integral to membraneGPCRs_Class_B_Secretin-like

MI 0,01 Rattus norvegicus similar to nucleotide-binding protein long form (LOC287042), mRNA--- --- --- --- ---

I 0 Unknown (protein for MGC:72598)MGC72598 --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 2410005K17 (LOC362578), mRNA--- --- --- --- ---

I 0 Rattus norvegicus transcribed sequences--- --- --- --- ---

I 0 Rattus norvegicus similar to dynein, cytoplasmic, light chain 2B; dynein, cytoplasmic, light polypeptide 2B (LOC361415), mRNA--- --- --- --- ---

I 0 LIM motif-containing protein kinase 2Limk2 protein amino acid phosphorylation /// intracellular signaling cascadeprotein kinase activity /// protein serine/threonine kinase activity /// protein-tyrosine kinase activity /// ATP binding /// kinase activity /// transferase activity--- ---

I 0 Rattus norvegicus transcribed sequence with strong similarity to protein sp:O95544 (H.sapiens) PPNK_HUMAN Putative inorganic polyphosphate/ATP-NAD kinase (Poly(P)/ATP NAD kinase)--- --- --- --- ---

I 0 Rattus norvegicus similar to tryptophanyl-tRNA synthetase (LOC362785), mRNA--- --- --- --- ---

I 0 ribosomal protein S2Rps2 protein biosynthesisstructural constituent of ribosomeintracellular /// ribosome /// small ribosomal subunit---

I 0 lysosomal-associated protein transmembrane 4 alphaLaptm4a --- --- --- ---



I 0 Rattus norvegicus similar to Tex27 protein (LOC361816), mRNA--- --- --- --- ---

I 0 transthyretin Ttr thyroid hormone generation /// transportcarrier activity /// steroid binding /// retinol bindingextracellular space---

I 0 Rattus norvegicus similar to Mitogen-inducible gene 6 protein homolog (Mig-6) (Gene 33 polypeptide) (LOC313729), mRNA--- --- --- --- ---

I 0 Rattus norvegicus similar to RIKEN cDNA 6330416G13 gene (LOC298104), mRNA--- --- --- --- ---

MI 0,01 notch gene homolog 2, (Drosophila)Notch2 cell fate determination--- --- ---

I 0 Rattus norvegicus similar to Tyrosine-protein kinase CSK (C-SRC kinase) (LOC315707), mRNA--- --- --- --- ---

MI 0 Rattus norvegicus similar to RIKEN cDNA 2410016F19 (LOC361858), mRNA--- --- --- --- ---

MI 0,01 Rattus norvegicus similar to 4930453N24Rik protein (LOC304176), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 early growth response 4Egr4 regulation of transcription, DNA-dependentDNA binding nucleus ---

D 1 Kit ligand Kitl --- --- --- ---

D 1 neuroligin 3 Nlgn3 cell adhesion catalytic activity /// cell adhesion molecule activitymembrane /// integral to membrane---

MD 0,99 --- --- --- --- --- ---

D 1 prepro bone inducing proteinGdf10 regulation of ossificationcytokine activity /// growth factor activity--- ---

D 1 nuclear receptor subfamily 4, group A, member 2Nr4a2 regulation of transcription, DNA-dependentDNA binding /// transcription factor activity /// steroid hormone receptor activity /// receptor activity /// ligand-dependent nuclear receptor activitynucleus Nuclear_Receptors

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 SH3-binding kinaseSbk --- pkinase;protein kinase activity;1.5e-57--- ---

D 1 Rattus norvegicus similar to C321D2.5 (novel protein) (LOC363553), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 transient receptor protein 3Trpc3 regulation of transcription, DNA-dependent /// ion transport /// cation transport /// calcium ion transportDNA binding /// transcription factor activity /// ion channel activity /// calcium activated cation channel activity /// cation channel activity /// calcium channel activitymembrane /// integral to membrane---

D 1 transcription factor HES-3Hes3 regulation of transcription, DNA-dependentDNA binding nucleus ---

D 1 protein kinase C, gammaPrkcc protein amino acid phosphorylation /// intracellular signaling cascade /// chemosensory behaviorprotein kinase activity /// protein serine/threonine kinase activity /// protein-tyrosine kinase activity /// calcium ion binding /// ATP binding /// transferase activity--- G_Protein_Signaling

D 1 ATPase, Ca++ transporting, ubiquitousAtp2a3 cation transport /// calcium ion transport /// metabolismmagnesium ion binding /// calcium-transporting ATPase activity /// calcium ion binding /// ATP binding /// ATPase activity, coupled to transmembrane movement of ions, phosphorylative mechanism /// hydrolase activityendoplasmic reticulum /// endoplasmic reticulum membrane /// membrane /// integral to membrane---

D 1 solute carrier family 1 (high affinity aspartate/glutamate transporter), member 6Slc1a6 transport /// dicarboxylic acid transportsodium:dicarboxylate/tricarboxylate symporter activity /// symporter activitymembrane /// integral to membrane---

D 1 ATPase, Ca++ transporting, ubiquitousAtp2a3 cation transport /// calcium ion transport /// metabolismmagnesium ion binding /// calcium-transporting ATPase activity /// calcium ion binding /// ATP binding /// ATPase activity, coupled to transmembrane movement of ions, phosphorylative mechanism /// hydrolase activityendoplasmic reticulum /// endoplasmic reticulum membrane /// membrane /// integral to membrane---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 calbindin 1 Calb1 --- calcium ion binding--- ---

D 1 glycoprotein Ib (platelet), beta polypeptideGp1bb --- GTP_CDC;GTP binding;1.1e-184--- ---

D 1 nuclear receptor subfamily 4, group A, member 2Nr4a2 regulation of transcription, DNA-dependentDNA binding /// transcription factor activity /// steroid hormone receptor activity /// receptor activity /// ligand-dependent nuclear receptor activitynucleus Nuclear_Receptors

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 serine/threonine kinase 17b (apoptosis-inducing)Stk17b programmed cell deathprotein serine/threonine kinase activity /// protein bindingnucleus ---

D 1 cadherin 22 Cdh22 cell adhesion /// homophilic cell adhesion /// calcium-dependent cell-cell adhesioncell adhesion molecule activity /// calcium ion binding /// calcium-dependent cell adhesion molecule activitymembrane /// integral to membrane---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 interphotoreceptor matrix proteoglycan 1Impg1 --- --- --- ---

D 1 cytochrome P450, family 26, subfamily b, polypeptide 1Cyp26b1 p450;electron transport;1.1e-42--- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Kit ligand Kitl --- --- --- ---

D 1 G substrate Gsbs --- --- --- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 glutamate receptor, ionotropic, AMPA1 (alpha 1)Gria1 transport /// ion transport /// potassium ion transport /// synaptic transmissionreceptor activity /// inotropic glutamate receptor activity /// transporter activity /// ion channel activity /// glutamate-gated ion channel activity /// potassium channel activitymembrane /// integral to membrane---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 MAWD binding proteinMawbp --- PhzC-PhzF;catalytic activity;1.8e-63--- ---

D 1 homer, neuronal immediate early gene, 3Homer3 --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---



D 1 synaptotagmin 7 Syt7 transport transporter activitysynaptic vesicle /// membrane /// integral to membrane /// synapse---

D 1 Rattus norvegicus similar to carbonic anhydrase VIII; CA-related protein; carbonic anhydrase-related protein; carbonic anhydrase-like sequence; carbonate dehydratase (LOC297814), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 noggin Nog skeletal development /// pattern specification /// central nervous system development /// brain development--- extracellular spaceTGF_Beta_Signaling_Pathway

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus hypothetical LOC287534 (LOC287534), mRNA--- --- --- --- ---

D 1 Rattus norvegicus LOC361345 (LOC361345), mRNA--- --- --- --- ---

D 1 calbindin 1 Calb1 --- calcium ion binding--- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 insulin-like growth factor-binding protein 5Igfbp5 regulation of cell growthinsulin-like growth factor binding /// growth factor bindingextracellular /// extracellular space---

D 1 Rattus norvegicus similar to Purkinje cell protein 2 - mouse (LOC304195), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to R27090_2 (LOC290660), mRNA--- --- --- --- ---

D 1 regulator of G-protein signaling 8Rgs8 signal transductionsignal transducer activity--- ---

D 1 inositol 1,4,5-triphosphate receptor 1Itpr1 ion transport /// cation transport /// calcium ion transportreceptor activity /// ion channel activity /// inositol 1,4,5-triphosphate-sensitive calcium-release channel activity /// cation channel activity /// calcium channel activity /// inositol-1,4,5-triphosphate receptor activityendoplasmic reticulum /// membrane /// integral to membraneCalcium_Channels /// G_Protein_Signaling

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

D 1 calcium channel, voltage-dependent, T type, alpha 1G subunitCacna1g transport /// ion transport /// cation transport /// calcium ion transportion channel activity /// voltage-gated ion channel activity /// voltage-gated calcium channel activity /// cation channel activity /// calcium channel activity /// calcium ion binding /// low voltage-gated calcium channel activitymembrane fraction /// plasma membrane /// voltage-gated calcium channel complex /// membrane /// integral to membrane---

D 1 DEXRAS1 (Dexras1)Rasd1 nitric oxide mediated signal transductionRAS small monomeric GTPase activity--- ---

D 1 Kit ligand Kitl --- --- --- ---

D 1 cholinergic receptor, nicotinic, beta polypeptide 2Chrnb2 transport /// ion transport /// synaptic transmissionion channel activity /// extracellular ligand-gated ion channel activity /// neurotransmitter receptor activitymembrane /// integral to membrane---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Kit ligand Kitl --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 protein tyrosine phosphatase, receptor type, RPtprr protein amino acid dephosphorylation /// enzyme linked receptor protein signaling pathwayphosphoprotein phosphatase activity /// protein-tyrosine-phosphatase activity /// prenylated protein tyrosine phosphatase activity /// receptor activity /// transmembrane receptor activity /// transmembrane receptor protein tyrosine phosphatase activity /// hydrolase activity /// protein kinase bindingintegral to plasma membrane /// integral to membrane---

MD 0,99 Rattus norvegicus similar to tau tubulin kinase 2; tau-tubulin kinase (LOC311349), mRNA--- --- --- --- ---

D 1 inositol 1,4,5-triphosphate 3-kinaseItpka --- calmodulin binding /// inositol-trisphosphate 3-kinase activity /// kinase activity /// transferase activity--- ---

D 1 Rattus norvegicus similar to six transmembrane epithelial antigen of prostate 2; six transmembrane prostate protein; prostate cancer associated gene 1; prostate cancer associated protein 1 (LOC312052), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to 6430601K09Rik protein (LOC363972), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

D 1 serine/threonine kinase 17b (apoptosis-inducing)Stk17b programmed cell deathprotein serine/threonine kinase activity /// protein binding /// pkinase;protein kinase activity;3.3e-73nucleus ---

D 1 Rattus norvegicus similar to protein phosphatase 2C zeta (LOC295341), mRNA--- --- --- --- ---

D 1 glutamate receptor, ionotropic, delta 2Grid2 transport /// ion transport /// synaptic transmissionreceptor activity /// inotropic glutamate receptor activity /// transporter activity /// ion channel activity /// glutamate-gated ion channel activity /// protein bindingmembrane fraction /// membrane /// integral to membrane /// synaptosome---

D 1 proline rich synapse associated protein 1Shank2 PDZ;intracellular signaling cascade;1.5e-08--- --- ---

D 1 potassium large conductance calcium-activated channel, subfamily M, alpha member 1Kcnma1 --- calcium-activated potassium channel activity--- ---

D 1 --- --- --- --- --- ---

D 1 ATPase, Ca++ transporting, plasma membrane 2Atp2b2 cation transport /// calcium ion transport /// hearing /// metabolismmagnesium ion binding /// calcium-transporting ATPase activity /// calmodulin binding /// ATP binding /// ATPase activity, coupled to transmembrane movement of ions, phosphorylative mechanism /// hydrolase activityplasma membrane /// membrane /// integral to membrane---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 c-fos oncogene c-fos --- --- --- ---



D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_113641.1 (H.sapiens)  hypothetical protein MGC11034 [Homo sapiens]--- --- --- --- ---

D 1 nexilin LOC246172 --- --- --- ---

D 1 isoprenylcysteine carboxyl methyltransferaseIcmt --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 nuclear receptor subfamily 4, group A, member 3Nr4a3 transcription /// regulation of transcription, DNA-dependentDNA binding /// transcription factor activity /// steroid hormone receptor activity /// receptor activity /// ligand-dependent nuclear receptor activitynucleus ---

D 1 Rattus norvegicus similar to kinesin heavy chain (LOC314906), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 calcium channel, voltage-dependent, alpha 1A subunitCacna1a ion transport /// cation transport /// calcium ion transportion channel activity /// voltage-gated ion channel activity /// voltage-gated calcium channel activity /// cation channel activity /// calcium channel activity /// calcium ion bindingvoltage-gated calcium channel complex /// membrane /// integral to membraneCalcium_Channels

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:S12207 (M.musculus) S12207 hypothetical protein (B2 element) - mouse--- --- --- --- ---

D 1 insulin-like growth factor-binding protein 5Igfbp5 regulation of cell growthinsulin-like growth factor binding /// growth factor bindingextracellular /// extracellular space---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to cytokine receptor like molecule 3 (LOC290655), mRNA--- --- --- --- ---

MD 0,99 fibroblast growth factor 12Fgf12 cell-cell signalinggrowth factor activity--- ---

D 1 --- --- --- --- --- ---

D 1 tripartite motif protein 9Trim9 --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to cytokine receptor like molecule 3 (LOC290655), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to chromosome 20 open reading frame 58 (LOC296469), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to Epidermal growth factor receptor pathway substrate 8-like protein 2 (LOC361674), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 transcription factor 4Tcf4 regulation of transcription, DNA-dependentDNA binding nucleus ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

D 1 immediate early gene transcription factor NGFI-BNr4a1 regulation of transcription, DNA-dependentDNA binding /// transcription factor activity /// steroid hormone receptor activity /// receptor activity /// ligand-dependent nuclear receptor activitynucleus Nuclear_Receptors

D 1 Rattus norvegicus similar to plexin 1 (LOC362398), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 glutamate decarboxylase 1Gad1 amino acid metabolism /// synaptic transmission /// neurotransmitter biosynthesisglutamate decarboxylase activity /// lyase activity /// carboxy-lyase activity--- Alanine-Aspartate_Metabolism /// Glutamate_Metabolism

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to PALS2-beta splice variant (LOC362359), mRNA--- --- --- --- ---

D 1 potassium voltage gated channel, Shaw-related subfamily, member 3Kcnc3 transport /// ion transport /// cation transport /// potassium ion transportion channel activity /// voltage-gated ion channel activity /// voltage-gated potassium channel activity /// cation channel activity /// potassium channel activity /// protein bindingvoltage-gated potassium channel complex /// membrane /// integral to membrane---

D 1 Rattus norvegicus similar to MR1-interacting protein (LOC362300), mRNA--- --- --- --- ---

D 1 protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 52), gamma isoformPpp2r2c signal transductionprotein phosphatase type 2A regulator activityprotein phosphatase type 2A complex---

D 1 Rattus norvegicus similar to cornichon-like protein (LOC361705), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Purkinje cell protein 4Pcp4 --- calcium ion binding--- ---

D 1 Rattus norvegicus similar to kinesin heavy chain (LOC314906), mRNA--- --- --- --- ---

D 1 calsequestrin 2 Casq2 --- calcium ion binding /// calcium ion storage activity--- ---



D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to kinesin heavy chain (LOC314906), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 beta-spectrin 3 Spnb3 --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 Rattus norvegicus similar to MR1-interacting protein (LOC362300), mRNA--- --- --- --- ---

D 1 proprotein convertase subtilisin/kexin type 2Pcsk2 proteolysis and peptidolysisserine-type endopeptidase activity /// proprotein convertase 2 activity /// subtilase activity /// hydrolase activity--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 G protein-coupled receptor 51Gpr51 G-protein coupled receptor protein signaling pathway /// synaptic transmissionG-protein coupled receptor activity /// metabotropic glutamate, GABA-B-like receptor activitykinesin complex /// membrane /// integral to membrane---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:Q9H1Y3 (H.sapiens) OPN3_HUMAN Opsin 3 (Encephalopsin) (Panopsin)--- --- --- --- ---

D 1 Rattus norvegicus hypothetical LOC292874 (LOC292874), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein MGC15396 (LOC360603), mRNA--- --- --- --- ---

D 1 complexin 2 Cplx2 neurotransmitter transport /// vesicle docking during the process of exocytosis /// membrane fusionSNARE binding--- ---

D 1 phosphodiesterase 5A, cGMP-specificPde5a signal transductioncatalytic activity /// 3',5'-cyclic-nucleotide phosphodiesterase activity /// hydrolase activity /// 3',5'-cGMP binding--- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus hypothetical LOC294715 (LOC294715), mRNA--- --- --- --- ---

MD 0,99 Rattus norvegicus similar to Hypothetical protein BC009732 (LOC365945), mRNA--- --- --- --- ---

D 1 protein kinase C-binding protein NELL1Nell1 cell adhesion structural molecule activity /// calcium ion binding--- ---

D 1 brain-specific angiogenesis inhibitor 1-associated protein 2Baiap2 --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_003803.1 (H.sapiens)  a disintegrin and metalloproteinase domain 23 preproprotein [Homo sapiens]--- --- --- --- ---

D 1 Rattus norvegicus similar to nuclear orphan receptor/transcription factor (LOC300807), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to Eomesodermin homolog (LOC316052), mRNA--- --- --- --- ---

D 1 brain specific mRNA bBsmrb --- --- Golgi apparatus /// integral to membrane---

D 1 discs, large (Drosophila) homolog 2 (chapsyn-110)Dlg2 intracellular signaling cascade--- --- ---

D 1 MYB binding protein  1aMybbp1a --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 cytochrome P450, subfamily 51Cyp51 electron transport /// proteolysis and peptidolysis /// cholesterol biosynthesistrypsin activity /// monooxygenase activity /// methyltransferase activity /// sterol 14-demethylase activity /// oxidoreductase activityextracellular space /// integral to membrane---

D 1 thymus cell antigen 1, thetaThy1 --- --- extracellular space /// membrane---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 neurofilament, heavy polypeptideNefh --- --- kinesin complex /// intermediate filament---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 protein tyrosine phosphatase, receptor type, DPtprd transmembrane receptor protein tyrosine phosphatase signaling pathwayprotein-tyrosine-phosphatase activity /// receptor activity /// hydrolase activityplasma membrane /// integral to membrane---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 kinesin family member 3CKif3c microtubule-based processmotor activity /// ATP bindingkinesin complex /// microtubule associated complex---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 calcium/calmodulin-dependent protein kinase IVCamk4 protein amino acid phosphorylationprotein kinase activity /// protein serine/threonine kinase activity /// calmodulin-dependent protein kinase I activity /// calcium/calmodulin-dependent protein kinase activity /// calmodulin binding /// ATP binding /// transferase activity--- ---

D 1 glutamate receptor, metabotropic 2Grm2 G-protein coupled receptor protein signaling pathwayG-protein coupled receptor activity /// metabotropic glutamate, GABA-B-like receptor activitymembrane /// integral to membrane---



D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 microtubule-associated protein tauMapt microtubule-based process--- cytoskeleton---

D 1 serine/threonine kinase 17b (apoptosis-inducing)Stk17b programmed cell deathprotein serine/threonine kinase activity /// protein bindingnucleus ---

D 1 v-crk-associated tyrosine kinase substrateCrkas cell adhesion cell adhesion molecule activity--- ---

D 1 mannoside acetyl glucosaminyltransferase 3Mgat3 N-linked glycosylationbeta-1,4-mannosylglycoprotein 4-beta-N-acetylglucosaminyltransferase activity /// transferase activity /// transferase activity, transferring glycosyl groupsGolgi apparatus /// membrane /// integral to membrane---

D 1 neurofilament, light polypeptideNfl --- --- --- ---

D 1 parvalbumin Pva muscle developmentcalcium ion bindingaxon ---

D 1 Rattus norvegicus similar to hypothetical protein FLJ10579 (LOC311328), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to Lamb3 protein (LOC360901), mRNA--- --- --- --- ---

D 1 nuclear factor, interleukin 3, regulatedNfil3 --- transcription factor activity--- ---

D 1 ATPase, Na+/K+ transporting, alpha 3 polypeptideAtp1a3 cation transport /// potassium ion transport /// sodium ion transport /// metabolism /// monovalent inorganic cation transportmagnesium ion binding /// sodium/potassium-exchanging ATPase activity /// ATP binding /// monovalent inorganic cation transporter activity /// ATPase activity, coupled to transmembrane movement of ions, phosphorylative mechanism /// hydrolase activitymembrane /// integral to membrane---

D 1 septin 3 03. Sep --- GTP_CDC;GTP binding;5.7e-153--- ---

D 1 Rattus norvegicus similar to PCPD protein (LOC296048), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to signal transducer and activator of transcription 6 (LOC362896), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:I53271 (H.sapiens) I53271 G-protein alpha-olf subunit - human--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 ion transporter proteinNritp --- --- --- ---

D 1 rapostlin Rnd2 neurogenesis Rho small monomeric GTPase activity--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 guanine nucleotide binding protein, alpha oGnao --- G-alpha;signal transducer activity;3.1e-253--- G_Protein_Signaling

D 1 c-kit receptor tyrosine kinaseKit --- receptor tyrosine kinase-like orphan receptor binding--- ---

D 1 glutamate receptor, metabotropic 1Grm1 G-protein coupled receptor protein signaling pathwayG-protein coupled receptor activity /// metabotropic glutamate, GABA-B-like receptor activitymembrane /// integral to membraneGPCRs_Class_C_Metabotropic_glutamate_pheromone /// GPCRs_Other

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 lunatic fringe gene homolog (Drosophila)Lfng development transferase activity /// transferase activity, transferring glycosyl groupsGolgi apparatus /// membrane /// integral to membrane---

D 1 Rattus norvegicus similar to H5 (LOC287606), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to bM150J22.1 (novel protein (ortholog of human C22orf1)) (LOC362971), mRNA--- --- --- --- ---

D 1 Wnt inhibitory factor 1Wif1 --- WIF;protein-tyrosine kinase activity;6.5e-65--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to C1q and tumor necrosis factor related protein 4; complement-c1q tumor necrosis factor-related protein 4 (LOC311184), mRNA--- --- --- --- ---

D 1 Rattus norvegicus hypothetical LOC287534 (LOC287534), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to PALS2-beta splice variant (LOC362359), mRNA--- --- --- --- ---

D 1 phospholipase C, beta 4Plcb4 lipid metabolism /// signal transduction /// intracellular signaling cascade /// phototransductionphosphoinositide phospholipase C activity /// phospholipase C activity /// ATP binding--- ---

D 1 Rattus norvegicus similar to invasion inducing protein (LOC304109), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence--- --- --- --- ---



D 1 G protein-coupled receptor 51Gpr51 G-protein coupled receptor protein signaling pathway /// synaptic transmissionG-protein coupled receptor activity /// metabotropic glutamate, GABA-B-like receptor activitykinesin complex /// membrane /// integral to membrane---

D 1 amiloride-sensitive cation channel 2, neuronalAccn2 ion transport /// sodium ion transport /// perception of painion channel activity /// sodium channel activity /// amiloride-sensitive sodium channel activitymembrane /// integral to membrane---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 insulin-like growth factor-binding protein 5Igfbp5 regulation of cell growthinsulin-like growth factor binding /// growth factor bindingextracellular /// extracellular space---

D 1 calcium/calmodulin-dependent protein kinase II beta subunitCamk2b protein amino acid phosphorylationprotein kinase activity /// protein serine/threonine kinase activity /// calmodulin-dependent protein kinase I activity /// calcium/calmodulin-dependent protein kinase activity /// protein-tyrosine kinase activity /// calmodulin binding /// ATP binding /// kinase activity /// transferase activitycalcium/calmodulin-dependent protein kinase complex---

D 1 growth response protein (CL-6)LOC64194 --- --- --- ---

D 1 crystallin, mu Crym --- structural constituent of eye lens--- ---

D 1 amiloride-sensitive cation channel 1Accn1 transport /// ion transport /// sodium ion transportion channel activity /// sodium channel activity /// amiloride-sensitive sodium channel activitymembrane /// integral to membrane---

D 1 calcium channel, voltage-dependent, gamma subunit 2Cacng2 --- voltage-gated calcium channel activityPMP22_Claudin;membrane;1.8e-85---

D 1 phosphatidylinositol 4-kinase type IIPi4KII --- PI3_PI4_kinase;inositol/phosphatidylinositol kinase activity;6.2e-109--- ---

D 1 neurofilament, light polypeptideNfl --- --- --- ---

D 1 Rattus norvegicus similar to Transcription factor AP-2 beta (AP2-beta) (Activating enhancer-binding protein 2 beta) (LOC301285), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to PALS2-beta splice variant (LOC362359), mRNA--- --- --- --- ---

D 1 glutamate receptor, metabotropic 4Grm4 G-protein coupled receptor protein signaling pathwayG-protein coupled receptor activity /// metabotropic glutamate, GABA-B-like receptor activitymembrane /// integral to membrane---

D 1 A kinase (PRKA) anchor protein 6Akap6 --- --- --- ---

D 1 PSD-95/SAP90-associated protein-3DAP-3 GKAP;cell-cell signaling;6.4e-304--- --- ---

D 1 potassium channel interacting protein 4Kchip4 --- efhand;calcium ion binding;0.00023--- ---

D 1 cAMP-regulated guanine nucleotide  exchange factor IICgef2 --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 pleckstrin homology, Sec7 and coiled/coil domains 3Pscd3 --- --- kinesin complex---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 diacylglycerol kinase zetaDgkz protein kinase C activation /// intracellular signaling cascadediacylglycerol kinase activity /// kinase activity /// transferase activity /// diacylglycerol bindingnucleus ---

D 1 brain-specific angiogenesis inhibitor 1-associated protein 2Baiap2 --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 neuronal pentraxin receptorNptxr --- receptor activity /// pentraxin receptor activityintegral to membrane---

D 1 Rattus norvegicus similar to chromosome 11 open reading frame 25 (LOC311287), mRNA--- --- --- --- ---

D 1 glutamate receptor, metabotropic 1Grm1 G-protein coupled receptor protein signaling pathwayG-protein coupled receptor activity /// metabotropic glutamate, GABA-B-like receptor activitymembrane /// integral to membraneGPCRs_Class_C_Metabotropic_glutamate_pheromone /// GPCRs_Other

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_055203.1 (H.sapiens)  novel putative protein similar to YIL091C yeast hypothetical 84 kD protein from SGA1-KTR7 [Homo sapiens]--- --- --- --- ---

D 1 microtubule-associated protein 1bMap1b microtubule-based process /// microtubule stabilizationactin binding microtubule associated complex---

D 1 Rattus norvegicus similar to sodium channel, voltage-gated, type IV, beta (LOC315611), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to G2 (LOC366143), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to beta-amyloid binding protein (LOC362545), mRNA--- --- --- --- ---

D 1 p21 (CDKN1A)-activated kinase 1Pak1 protein amino acid phosphorylation /// protein kinase cascadeprotein kinase activity /// protein serine/threonine kinase activity /// MAP kinase kinase kinase activity /// protein-tyrosine kinase activity /// ATP binding /// transferase activitycytosol ---

D 1 pleckstrin homology, Sec7 and coiled/coil domains 3Pscd3 --- --- kinesin complex---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 regulator of G-protein signaling 4Rgs4 signal transduction /// G-protein coupled receptor protein signaling pathwaysignal transducer activity /// GTPase activator activitycytoplasm ---



D 1 sperm associated antigen 5Spag5 --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Nogo-66 receptor homolog 2Ngrh2 --- --- --- ---

D 1 Rattus norvegicus similar to CG9109-PA (LOC288443), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to JNK interacting protein-3a (LOC302983), mRNA--- --- --- --- ---

D 1 thymus cell antigen 1, thetaThy1 --- --- extracellular space /// membrane---

D 1 synuclein, beta Sncb --- --- cytoplasm ---

D 1 neural zinc finger factor 3Nzf3 --- zf-C2HC;transcription factor activity;6.9e-16--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus LOC362116 (LOC362116), mRNA--- --- --- --- ---

D 1 MYB binding protein  1aMybbp1a --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_057512.1 (H.sapiens)  NESH protein [Homo sapiens]--- --- --- --- ---

D 1 Rattus norvegicus similar to mKIAA0287 protein (LOC308321), mRNA--- --- --- --- ---

D 1 presynaptic cytomatrix proteinPclo cytoskeleton organization and biogenesis /// intracellular signaling cascade /// regulation of exocytosis /// cAMP-mediated signaling /// insulin secretionprotein binding /// profilin binding /// ATP binding /// calcium-dependent phospholipid binding /// metal ion binding /// RNA_pol_Rpb1_R;DNA binding;15synapse ---

D 1 PIPPin protein Pippin regulation of transcription, DNA-dependent /// mRNA processingDNA binding /// RNA bindingnucleus ---

D 1 SV2 related proteinSvop --- sugar_tr;transporter activity;1.1e-60--- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 potassium channel, subfamily K, member 3Kcnk3 transport /// ion transport /// potassium ion transportion channel activity /// voltage-gated ion channel activity /// potassium channel activityextracellular space /// integral to plasma membrane /// membrane /// integral to membrane---

MD 1 Rattus norvegicus similar to Solh protein (LOC303000), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 SH3/ankyrin domain gene 3Shank3 --- --- --- ---

D 1 preproenkephalin, related sequencePenk-rs Opiods_neuropep;neuropeptide signaling pathway;1.4e-143--- --- ---

D 1 regulator of G-protein signaling 4Rgs4 signal transduction /// G-protein coupled receptor protein signaling pathwaysignal transducer activity /// GTPase activator activitycytoplasm ---

D 1 synaptic vesicle glycoprotein 2 aSv2a neurotransmitter transporttransporter activityintegral to membrane /// synaptic vesicle membrane---

D 1 kinesin family member 3CKif3c microtubule-based processmotor activity /// ATP bindingkinesin complex /// microtubule associated complex---

D 1 calsyntenin 3 Cstn3 --- cadherin;calcium ion binding;0.059--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 muscle glycogen phosphorylasePygm carbohydrate metabolism /// glycogen metabolismcatalytic activity /// phosphorylase activity /// glycogen phosphorylase activity /// transferase activity /// transferase activity, transferring glycosyl groups--- Glycogen_Metabolism

D 1 Rattus norvegicus similar to DNA segment, Chr 5, Brigham & Womens Genetics 0834 expressed (LOC304462), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to mKIAA0531 protein (LOC311024), mRNA--- --- --- --- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 solute carrier family 1, member 3Slc1a3 transport /// dicarboxylic acid transportsodium:dicarboxylate/tricarboxylate symporter activity /// symporter activitymembrane /// integral to membrane---

D 1 Rattus norvegicus similar to hypothetical protein FLJ10052 (LOC289335), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to malignant fibrous histiocytoma amplified sequence 1; MFH-amplified sequences with leucine-rich tandem repeats 1 (LOC306508), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 neural visinin-like Ca2+-binding protein type 3NVP-3 --- efhand;calcium ion binding;1.9e-05--- ---

D 1 Rattus norvegicus similar to Rac GTPase-activating protein (LOC315298), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to invasion inducing protein (LOC304109), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to Mpv17-like protein (LOC360463), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---



D 1 --- --- --- --- --- ---

D 1 leucine zipper protein 1Luzp1 --- --- nucleus ---

D 1 guanine nucleotide binding protein, alpha inhibiting 1Gnai1 signal transduction /// G-protein coupled receptor protein signaling pathwaysignal transducer activity /// GTP binding--- G_Protein_Signaling /// S1P_Signaling

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 beta-4N-acetylgalactosaminyltransferaseGalgt1 --- acetylgalactosaminyltransferase activity /// 2.4.1.92;(N-acetylneuraminyl)-galactosylglucosylceramide N-acetylgalactosaminyltransferase activity;2.85e-185--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 BMP/retinoic acid-inducible neural-specific proteinLOC140610 --- --- --- ---

D 1 Munc13-3 Unc13h3 DAG_PE-bind;intracellular signaling cascade;2.2e-19--- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_036542.1 (H.sapiens)  type I transmembrane receptor (seizure-related protein) [Homo sapiens]--- --- --- --- ---

D 1 sideroflexin 5 Sfxn5 --- Mtc;cation transporter activity;3.5e-146--- ---

D 1 Rattus norvegicus similar to Ly-6/neurotoxin homolog (LOC300018), mRNA--- --- --- --- ---

D 1 dynein, cytoplasmic, intermediate chain 1Dncic1 --- --- --- ---

D 1 Rattus norvegicus similar to wizL (LOC314598), mRNA--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_076988.1 (H.sapiens)  alveolar soft part sarcoma chromosome region, candidate 1; ASPL protein; renal cell carcinoma gene on chromosome 17; renal cell carcinoma, papillary, 17 gene; ASPSCR1/TFE3 fusion gene, included [Homo sapiens]--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_116295.1 (H.sapiens)  hypothetical protein MGC14156 [Homo sapiens]--- --- --- --- ---

D 1 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1Hmgcs1 acetyl-CoA metabolism /// cholesterol biosynthesishydroxymethylglutaryl-CoA synthase activity /// transferase activity--- ---

D 1 MAP-kinase phosphatase (cpg21)Cpg21 --- MAP kinase phosphatase activity--- ---

D 1 protein kinase C and casein kinase substrate in neurons 1Pacsin1 endocytosis /// signal transduction /// negative regulation of endocytosisprotein binding /// cytoskeletal protein bindingcytoplasm /// kinesin complex /// COPI-coated vesicle---

D 1 RAS guanyl releasing protein 1Rasgrp1 intracellular signaling cascade /// small GTPase mediated signal transductionguanyl-nucleotide exchange factor activity /// calcium ion binding /// Rap guanyl-nucleotide exchange factor activity--- ---

D 1 ATPase, Ca++ transporting, cardiac muscle, slow twitch 2Atp2a2 cation transport /// calcium ion transport /// regulation of muscle contraction /// metabolism /// proton transportmagnesium ion binding /// calcium-transporting ATPase activity /// calcium ion binding /// ATP binding /// ATPase activity, coupled to transmembrane movement of ions, phosphorylative mechanism /// hydrolase activitymembrane /// integral to membrane /// sarcoplasmic reticulum---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 LIM homeobox protein 1Lhx1 regulation of transcription, DNA-dependentDNA binding /// transcription factor activitynucleus ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 potassium channel, subfamily K, member 12Kcnk12 transport /// ion transport /// potassium ion transportion channel activity /// voltage-gated ion channel activity /// potassium channel activitymembrane /// integral to membrane---

D 1 cannabinoid receptor 1Cnr1 G-protein coupled receptor protein signaling pathwayrhodopsin-like receptor activity /// G-protein coupled receptor activity /// cannabinoid receptor activityintegral to membraneGPCRs_Class_A_Rhodopsin-like /// Small_ligand_GPCRs

D 1 --- --- --- --- --- ---

D 1 solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 regulator 2Slc9a3r2 --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein AL133206 (LOC298500), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 solute carrier family 20 (phosphate transporter), member 1Slc20a1 --- PHO4;inorganic phosphate transporter activity;1.1e-250--- ---

D 1 Rattus norvegicus similar to carbohydrate sulfotransferase 2; N-acetylglucosamine-6-O-sulfotransferase (LOC367145), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to carbohydrate sulfotransferase 2; N-acetylglucosamine-6-O-sulfotransferase (LOC367145), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_115650.1 (H.sapiens)  hypothetical protein DKFZp547F072 [Homo sapiens]--- --- --- --- ---

D 1 neuronal potassium channel alpha subunitKv8.1 --- potassium channel activity /// K_tetra;voltage-gated potassium channel activity;2.6e-50--- ---

D 1 synaptotagmin XIISyt12 transport transporter activitysynaptic vesicle /// membrane /// integral to membrane /// synapse---

D 1 Rattus norvegicus similar to hypothetical protein HSPC242 (LOC289745), mRNA--- --- --- --- ---

D 1 sideroflexin 5 Sfxn5 --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein MGC47126 (LOC303902), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 potassium voltage-gated channel, shaker-related subfamily, member 1Kcna1 --- K_tetra;voltage-gated potassium channel activity;1.7e-49--- ---

D 1 camello-like 3 Cml3 --- --- --- ---



D 1 Rattus norvegicus similar to NP61201 (LOC297533), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA C530028O21 gene (LOC312711), mRNA--- --- --- --- ---

D 1 frequenin homolog (Drosophila)Freq cell communicationcalcium ion bindingGolgi apparatus---

D 1 Rattus norvegicus similar to CG12125-PA (LOC296623), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to ataxin 2-binding protein 1 isoform 1; hexaribonucleotide binding protein 1 (LOC287847), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to ARL6IP2 (LOC298757), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 cytochrome P450, subfamily 51Cyp51 electron transport /// proteolysis and peptidolysis /// cholesterol biosynthesistrypsin activity /// monooxygenase activity /// methyltransferase activity /// sterol 14-demethylase activity /// oxidoreductase activityextracellular space /// integral to membrane---

D 1 potassium voltage gated channel, Shal-related family, member 2Kcnd2 ion transport /// cation transport /// potassium ion transportion channel activity /// voltage-gated potassium channel activity /// cation channel activity /// potassium channel activity /// protein bindingextracellular space /// integral to plasma membrane /// voltage-gated potassium channel complex /// membrane /// integral to membrane---

D 1 Rattus norvegicus similar to hypothetical protein FLJ30373 (LOC361528), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 calsyntenin 3 Cstn3 --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 sulfotransferase family 4A, member 1Sult4a1 steroid metabolismsulfotransferase activity /// transferase activity--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to MLLT6 (LOC303504), mRNA--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to KIAA1808 protein (LOC360958), mRNA--- --- --- --- ---

D 1 isoprenylcysteine carboxyl methyltransferaseIcmt --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:O60282 (H.sapiens) KF5C_HUMAN Kinesin heavy chain isoform 5C (Kinesin heavy chain neuron-specific 2)--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_003803.1 (H.sapiens)  a disintegrin and metalloproteinase domain 23 preproprotein [Homo sapiens]--- --- --- --- ---

D 1 glutamate decarboxylase 1Gad1 amino acid metabolism /// synaptic transmission /// neurotransmitter biosynthesisglutamate decarboxylase activity /// lyase activity /// carboxy-lyase activity--- Alanine-Aspartate_Metabolism /// Glutamate_Metabolism

D 1 ATPase, Ca++ transporting, plasma membrane 2Atp2b2 cation transport /// calcium ion transport /// hearing /// metabolismmagnesium ion binding /// calcium-transporting ATPase activity /// calmodulin binding /// ATP binding /// ATPase activity, coupled to transmembrane movement of ions, phosphorylative mechanism /// hydrolase activityplasma membrane /// membrane /// integral to membrane---

D 1 ATPase, Ca++ transporting, cardiac muscle, slow twitch 2Atp2a2 cation transport /// calcium ion transport /// regulation of muscle contraction /// metabolism /// proton transportmagnesium ion binding /// calcium-transporting ATPase activity /// calcium ion binding /// ATP binding /// ATPase activity, coupled to transmembrane movement of ions, phosphorylative mechanism /// hydrolase activitymembrane /// integral to membrane /// sarcoplasmic reticulum---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to Rap1 GTPase-activating protein 1 (Rap1GAP) (LOC313644), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 (LOC362440), mRNA--- --- 7tm_1;rhodopsin-like receptor activity;8.2e-30--- ---

D 1 Rattus norvegicus similar to flavoprotein oxidoreductase MICAL2 (LOC365352), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to Fam13a1 protein (LOC362378), mRNA--- --- --- --- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to E2a-Pbx1-associated protein; putative 47 kDa protein (LOC362869), mRNA--- --- --- --- ---

D 1 solute carrier family 17 (sodium-dependent inorganic phosphate cotransporter), member 7Slc17a7 --- sugar_tr;transporter activity;0.0022--- ---

D 1 contactin associated protein 1Cntnap1 cell adhesion cell adhesion molecule activity /// protein bindingintegral to membrane---

D 1 stearoyl-Coenzyme A desaturase 1Scd1 --- FA_desaturase;oxidoreductase activity;8.5e-81--- Fatty_Acid_Synthesis



D 1 dihydropyrimidinase-like 4Dpys4 --- hydrolase activity--- ---

D 1 SH3 domain protein 2ASh3d2a --- --- --- ---

D 1 neural visinin-like Ca2+-binding protein type 3NVP-3 --- efhand;calcium ion binding;1.9e-05--- ---

MD 0,99 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 1110055L24 (LOC295629), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA C920006C10 (LOC299918), mRNA--- --- --- --- ---

D 1 RhoGEF glutamate transport modulator GTRAP48Gtrap48 PDZ;intracellular signaling cascade;6.1e-12--- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to Type I transmembrane receptor (seizure-related protein) (LOC308988), mRNA--- --- --- --- ---

D 1 potassium voltage gated channel, Shal-related family, member 2Kcnd2 ion transport /// cation transport /// potassium ion transportion channel activity /// voltage-gated potassium channel activity /// cation channel activity /// potassium channel activity /// protein bindingextracellular space /// integral to plasma membrane /// voltage-gated potassium channel complex /// membrane /// integral to membrane---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 aldolase C, fructose-biphosphateAldoc glycolysis fructose-bisphosphate aldolase activity /// lyase activity--- Glycolysis_and_Gluconeogenesis

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

D 1 Rattus norvegicus similar to nectin-like protein 1 (LOC360882), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein sp:Q9NY65 (H.sapiens) TBA8_HUMAN Tubulin alpha-8 chain (Alpha-tubulin 8)--- --- --- --- ---

D 1 glutamate decarboxylase 2Gad2 amino acid metabolism /// synaptic transmission /// neurotransmitter biosynthesisglutamate decarboxylase activity /// lyase activity /// carboxy-lyase activity--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to transmembrane 7 superfamily member 1; DNA segment, Chr 13, Abbott 1 expressed (LOC309184), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:Q9Y2W7 (H.sapiens) CSEN_HUMAN Calsenilin (DRE-antagonist modulator) (DREAM) (Kv channel-interacting protein 3) (A-type potassium channel modulatory protein 3) (KChIP3)--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein MGC47816 (LOC313553), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to Shwachman-Bodian-Diamond syndrome protein homolog (Protein 22A3) (LOC288615), mRNA--- --- --- --- ---

D 1 cartilage oligomeric matrix proteinComp cell adhesion cell adhesion molecule activity /// calcium ion bindingextracellular space---

D 1 pre-alpha-inhibitor, heavy chain 3PAIHC3 --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to gp250 precursor (LOC300652), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 secreted acidic cysteine rich glycoproteinSparc --- calcium ion bindingextracellular matrix /// basement membrane /// extracellular space---

D 1 tuberous sclerosis 2Tsc2 signal transduction /// cell growth and/or maintenance /// cell proliferation /// negative regulation of cell cycle /// regulation of insulin receptor signaling pathwayGTPase activator activity /// Rab GTPase activator activity /// receptor bindingnucleus ---

D 1 neurotrimin RNU16845 --- cell adhesion molecule activity--- ---

D 1 GTP-binding protein ragBRagb --- GTP binding /// Gtr1_RagA;small monomeric GTPase activity;4.3e-125--- ---

D 1 MCF.2 cell line derived transforming sequence-likeMcf2l intracellular signaling cascade /// cell growth and/or maintenanceguanyl-nucleotide exchange factor activity--- ---

D 1 solute carrier family 21 (organic anion transporter), member 14Slc21a14 transport /// ion transporttransporter activitymembrane /// integral to membrane---

D 1 malate dehydrogenase 1Mdh1 --- malate dehydrogenase activity--- Glycolysis_and_Gluconeogenesis

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P26232 (H.sapiens) CTN2_HUMAN Alpha-2 catenin (Alpha-catenin related protein) (Alpha N-catenin)--- --- --- --- ---

D 1 Rattus norvegicus similar to brain adenylate cyclase 1; adenyl cyclase; ATP pyrophosphate-lyase; 3,5-cyclic AMP synthetase; adenylate cyclase type I; brain type I adenylyl cyclase (LOC305509), mRNA--- --- --- --- ---

MD 0,99 BCL2/adenovirus E1B 19kD interacting protein 1Bnip1 --- --- --- ---

D 1 Rattus norvegicus similar to kinesin family protein KIF1a (LOC363288), mRNA--- --- --- --- ---

D 1 protocadherin gamma subfamily C, 3Pcdhgc3 spermatogenesiscell adhesion molecule activity--- ---

D 1 cytochrome P450, family 26, subfamily b, polypeptide 1Cyp26b1 p450;electron transport;1.1e-42--- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_150279.1 (H.sapiens)  brother of CDO [Homo sapiens]--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---



D 1 Rattus norvegicus similar to cartilage link protein 1; link protein; cartilage linking protein 1 (LOC361129), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to pancreatitis-induced protein 49 (LOC362090), mRNA--- --- --- --- ---

D 1 Rattus norvegicus LOC361748 (LOC361748), mRNA--- --- --- --- ---

D 1 selenoprotein W, muscle 1Sepw1 --- selenium binding--- ---

D 1 synaptotagmin 3 Syt3 --- --- integral to membrane /// synapse---

D 1 glycoprotein m6b Gpm6b --- --- --- ---

MD 0,99 neurotensin receptor 2Ntsr2 G-protein coupled receptor protein signaling pathwayrhodopsin-like receptor activity /// G-protein coupled receptor activity /// neurotensin receptor activity, G-protein coupledintegral to membraneGPCRs_Class_A_Rhodopsin-like /// Peptide_GPCRs

D 1 protein tyrosine phosphatase, receptor type, DPtprd transmembrane receptor protein tyrosine phosphatase signaling pathwayprotein-tyrosine-phosphatase activity /// receptor activity /// hydrolase activityplasma membrane /// integral to membrane---

D 1 Rattus norvegicus similar to Kunitz-type protease inhibitor 1 precursor (Hepatocyte growth factor activator inhibitor type 1) (HAI-1) (LOC292462), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA E030034P13 (LOC360488), mRNA--- --- --- --- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Munc13-3 Unc13h3 --- --- --- ---

D 1 inositol polyphosphate-4-phosphatase, type 1Inpp4a polyphosphate catabolismphosphatidylinositol-3,4-bisphosphate 4-phosphatase activity--- ---

D 1 calcium activated potassium channel beta 4 subunitKcnmb4 --- CaKB;calcium-activated potassium channel activity;3.8e-26--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 creatine kinase, mitochondrial 1, ubiquitousCkmt1 phosphocreatine biosynthesiscreatine kinase activity /// kinase activity /// transferase activity /// transferase activity, transferring phosphorus-containing groupsextracellular space /// mitochondrion---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 presynaptic cytomatrix proteinPclo cytoskeleton organization and biogenesis /// intracellular signaling cascade /// regulation of exocytosis /// cAMP-mediated signaling /// insulin secretionprotein binding /// profilin binding /// ATP binding /// calcium-dependent phospholipid binding /// metal ion binding /// RNA_pol_Rpb1_R;DNA binding;15synapse ---

D 1 synapsin 2 Syn2 neurotransmitter secretion--- synaptic vesicle /// synapse---

D 1 RAB3A, member RAS oncogene familyRab3a transport /// intracellular protein transport /// exocytosis /// small GTPase mediated signal transduction /// protein transportGTPase activity /// small monomeric GTPase activity /// RAB small monomeric GTPase activity /// protein binding /// ATP binding /// GTP binding /// protein transporter activityintracellular---

D 1 testicular dynaminLOC171574 --- dynamin;GTP binding;2.7e-155--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to fragile X mental retardation, autosomal homolog 2 (LOC287433), mRNA--- --- --- --- ---

D 1 phosphatidylinositol 4-kinase type IIPi4KII --- --- --- ---

D 1 Rattus norvegicus similar to MR1-interacting protein (LOC362300), mRNA--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to macrophage hemoglobin scavenger receptor CD163 precursor (LOC312701), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 chemokine (C-X-C motif) ligand 12Cxcl12 chemotaxis /// immune response /// brain development /// regulation of cell migration /// T-cell proliferationcytokine activity /// chemokine activity /// growth factor activityextracellular /// extracellular space---

D 1 Rattus norvegicus similar to RIKEN cDNA 1110001E17 (LOC306327), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 --- --- --- --- --- ---

D 1 synaptotagmin 7 Syt7 transport transporter activitysynaptic vesicle /// membrane /// integral to membrane /// synapse---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to p53 inducible protein (LOC303073), mRNA--- --- --- --- ---

D 1 ATP-binding cassette, sub-family D (ALD), member 2Abcd2 --- ABC_tran;ATP-binding cassette (ABC) transporter activity;5.9e-38--- ---

D 1 sodium channel, voltage-gated, type 2, alpha 1 polypeptideScn2a1 sodium ion transport /// apoptosis /// neurogenesisvoltage-gated sodium channel activity /// ion_trans;ion channel activity;2.1e-66voltage-gated sodium channel complex /// membrane fraction---

D 1 ATPase, Na+/K+ transporting, beta 2 polypeptideAtp1b2 potassium ion transport /// sodium ion transport /// cell adhesioncell adhesion molecule activity /// sodium/potassium-exchanging ATPase activitysodium/potassium-exchanging ATPase complex /// membrane /// integral to membrane /// apical plasma membrane---

D 1 Rho interacting protein 3Rhoip3 --- --- kinesin complex---



D 1 adrenergic receptor, alpha 2cAdra2c G-protein coupled receptor protein signaling pathwayrhodopsin-like receptor activity /// G-protein coupled receptor activity /// adrenoceptor activity /// alpha2-adrenergic receptor activity /// serotonin receptor activityintegral to membraneGPCRs_Class_A_Rhodopsin-like /// Monoamine_GPCRs

D 1 Rattus norvegicus similar to Tubulin alpha-4 chain (Alpha-tubulin 4) (LOC316531), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to R31449_3 (LOC314641), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein prf:2018199A (E. coli) 2018199A beta lactamase IRT-4 [Escherichia coli]--- --- --- --- ---

D 1 Rattus norvegicus similar to chromosome 16 open reading frame 5 (LOC360480), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to ARP10 actin-related protein 10 homolog (LOC299121), mRNA--- --- --- --- ---

MD 0,99 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to Probable chromodomain-helicase-DNA-binding protein KIAA1416 (LOC312974), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_080153.1 (M.musculus)  RIKEN cDNA 2310067G05 [Mus musculus]--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:A43932 (H.sapiens) A43932 mucin 2 precursor, intestinal - human (fragments)--- --- --- --- ---

D 1 RP58 protein Rp58 --- BTB;protein binding;3e-35--- ---

D 1 ATPase, Ca++ transporting, plasma membrane 3Atp2b3 --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein DKFZp547C176 (LOC315670), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein DKFZp761D0211 (LOC362455), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 glutaminase Gls glutamine metabolismglutaminase activity /// hydrolase activitymitochondrion /// mitochondrial inner membrane---

D 1 apoptosis antagonizing transcription factorDed --- transcription factor activity /// apoptosis inhibitor activity--- ---

D 1 tripartite motif protein 3Trim3 --- zinc ion bindingintracellular /// kinesin complex---

D 1 sialyltransferase 5Siat5 protein amino acid glycosylationsialyltransferase activity /// transferase activity /// transferase activity, transferring glycosyl groups /// 2.4.99.4;beta-galactoside alpha-2,3-sialyltransferase activity;1.54e-102Golgi apparatus /// membrane /// integral to membrane---

D 1 potassium inwardly-rectifying channel, subfamily J, member 12Kcnj12 ion transport /// potassium ion transportion channel activity /// inward rectifier potassium channel activity /// voltage-gated ion channel activity /// potassium channel activitymembrane /// integral to membrane---

D 1 potassium voltage gated channel, shaker related subfamily, beta member 1Kcnab1 ion transport /// potassium ion transportion channel activity /// voltage-gated ion channel activity /// voltage-gated potassium channel activity /// potassium channel activitycytoplasm /// integral to plasma membrane /// integral to membrane---

D 1 phosphatidylinositol 4-kinasePik4ca --- PI3Ka;inositol/phosphatidylinositol kinase activity;2e-80 /// 2.7.1.67;1-phosphatidylinositol 4-kinase activity;9.61e-252--- ---

D 1 PCTAIRE-1 protein kinase, alternatively splicedPctk1 --- pkinase;protein kinase activity;6.2e-92--- ---

D 1 myelin-associated oligodendrocytic basic proteinMobp neurogenesis structural constituent of myelin sheath--- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 9930026A05 (LOC301458), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein (LOC362013), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to zinc finger, DHHC domain containing 14; NEW1 domain containing protein (LOC308081), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to chondroitin polymerizing factor; chondroitin sulfate synthase 2 (LOC316533), mRNA--- --- --- --- ---

D 1 potassium inwardly-rectifying channel, subfamily J, member 16Kcnj16 ion transport /// potassium ion transportion channel activity /// inward rectifier potassium channel activity /// voltage-gated ion channel activity /// potassium channel activityintegral to plasma membrane /// membrane /// integral to membrane---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to protein-tyrosine kinase (EC 2.7.1.112) ltk - mouse (LOC311337), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 vesicular inhibitory amino acid transporterViaat transport /// neurotransmitter transport /// amino acid transportamino acid-polyamine transporter activitymembrane /// integral to membrane---

D 1 adrenergic receptor kinase, beta 1Adrbk1 protein amino acid phosphorylation /// signal transduction /// G-protein coupled receptor protein signaling pathwayprotein kinase activity /// protein serine/threonine kinase activity /// G-protein coupled receptor kinase activity /// protein-tyrosine kinase activity /// signal transducer activity /// receptor activity /// ATP binding /// kinase activity /// transferase activity--- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---



D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein prf:2001471A (H.sapiens) 2001471A glycoprotein D [Homo sapiens]--- --- --- --- ---

D 1 fatty acid desaturase 1Fads1 fatty acid desaturation--- --- ---

MD 0,99 low density lipoprotein receptor-related protein 3Lrp3 --- low-density lipoprotein receptor activity--- ---

D 1 microtubule-associated protein 2Mtap2 --- --- --- MAPK_Cascade

D 1 gamma-aminobutyric acid receptor, subunit beta 3Gabrb3 transport /// ion transport /// chloride transport /// gamma-aminobutyric acid signaling pathway /// synaptic transmissionGABA-A receptor activity /// ion channel activity /// extracellular ligand-gated ion channel activity /// neurotransmitter receptor activityintegral to plasma membrane /// membrane /// integral to membrane---

D 1 amyotrophic lateral sclerosis 2 (juvenile) chromosome region, candidate 3Als2cr3 regulation of transcription from Pol II promoter /// O-linked glycosylation /// protein targeting /// neurotransmitter transportreceptor binding /// intracellular transporter activity /// protein bindingnucleus /// cytoplasm /// kinesin complex /// plasma membrane---

D 1 Rattus norvegicus similar to RIKEN cDNA 1300010M03 (LOC363252), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to A-2 (LOC362436), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to pancreatitis-induced protein 49 (LOC362090), mRNA--- --- --- --- ---

D 1 solute carrier family 16 (monocarboxylic acid transporters), member 6Slc16a6 --- --- --- ---

D 1 chimerin (chimaerin) 2Chn2 intracellular signaling cascadephorbol ester receptor activity /// GTPase activator activity /// diacylglycerol binding /// Rac GTPase activator activitymembrane---

D 1 Rattus norvegicus similar to zinc finger protein 385; hematopoietic zinc finger (LOC311137), mRNA--- --- --- --- ---

D 1 tripartite motif protein 9Trim9 --- --- --- ---

D 1 Rattus norvegicus similar to sialyltransferase 8E isoform middle (LOC364901), mRNA--- --- --- --- ---

D 1 neuropeptide Y Npy neuropeptide signaling pathway /// synaptic transmission /// regulation of blood pressureG-protein-coupled receptor binding /// neuropeptide Y receptor activity /// hormone activityextracellular /// extracellular space---

MD 0,99 potassium inwardly rectifying channel, subfamily J, member 11Kcnj11 ion transport /// potassium ion transportion channel activity /// inward rectifier potassium channel activity /// voltage-gated ion channel activity /// potassium channel activity /// ATP-activated inward rectifier potassium channel activityintegral to plasma membrane /// membrane /// integral to membrane---

D 1 Rattus norvegicus similar to VLA-3 alpha subunit (LOC360606), mRNA--- --- --- --- ---

D 1 solute carrier family 16 (monocarboxylic acid transporters), member 6Slc16a6 --- --- --- ---

D 1 spectrin beta 2 Spnb2 --- --- --- ---

D 1 synaptic vesicle protein 2CSv2c synaptic vesicle transport--- synaptic vesicle---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 0610030G03 (LOC287472), mRNA--- --- --- --- ---

D 1 triosephosphate isomerase 1Tpi1 gluconeogenesis /// glycolysis /// pentose-phosphate shunt /// fatty acid biosynthesis /// metabolismtriose-phosphate isomerase activity /// isomerase activity--- Fatty_Acid_Degradation /// Glycolysis_and_Gluconeogenesis

D 1 neurofilament 3, mediumNef3 --- --- kinesin complex /// intermediate filament---

D 1 potassium voltage gated channel, Shaw-related subfamily, member 1Kcnc1 transport /// ion transport /// cation transport /// potassium ion transportion channel activity /// voltage-gated ion channel activity /// voltage-gated potassium channel activity /// cation channel activity /// potassium channel activity /// protein bindingintegral to plasma membrane /// voltage-gated potassium channel complex /// membrane /// integral to membrane---

D 1 chimerin (chimaerin) 2Chn2 intracellular signaling cascadephorbol ester receptor activity /// GTPase activator activity /// diacylglycerol binding /// Rac GTPase activator activitymembrane---

D 1 calpain 10 Capn10 --- calpain activitynucleus /// cytoplasm---

D 1 MAP-kinase activating death domainMadd --- --- --- ---

D 1 potassium channel subunit (Slack)Slack --- ion_trans;ion channel activity;2.8e-05--- ---

D 1 --- --- --- --- --- ---

D 1 protein kinase C, zetaPrkcz protein amino acid phosphorylation /// signal transduction /// intracellular signaling cascadeprotein kinase activity /// protein serine/threonine kinase activity /// protein kinase CK2 activity /// cAMP-dependent protein kinase activity /// ATP binding /// transferase activity /// diacylglycerol binding--- G_Protein_Signaling /// Wnt_Signaling

D 1 vesicle-associated membrane protein 1Vamp1 --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:O00483 (H.sapiens) NUML_HUMAN NADH-ubiquinone oxidoreductase MLRQ subunit (Complex I-MLRQ) (CI-MLRQ)--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_005830.1 (H.sapiens)  Ser/Arg-related nuclear matrix protein (plenty of prolines 101-l; Ser/Arg-related nuclear matrix protein (plenty of prolines 101-like) [Homo sapiens]--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 1110011D13 (LOC301073), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to gp250 precursor (LOC300652), mRNA--- --- --- --- ---

D 1 glycoprotein Ib (platelet), beta polypeptideGp1bb --- GTP_CDC;GTP binding;1.1e-184--- ---

D 1 neurogenic differentiation 2Neurod2 regulation of transcription, DNA-dependent /// cell differentiationDNA binding nucleus ---

D 1 Rattus norvegicus similar to zinc finger protein 451; coactivator for steroid receptors (LOC316312), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase (Lactase)--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

D 1 Rattus norvegicus similar to nucleolar protein 4; nucleolar localized protein (LOC307553), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---



D 1 Rattus norvegicus similar to inositol polyphosphate 1-phosphatase (LOC316376), mRNA--- --- --- --- ---

D 1 secreted acidic cysteine rich glycoproteinSparc --- calcium ion bindingextracellular matrix /// basement membrane /// extracellular space---

D 1 guanine nucleotide binding protein, beta 1Gnb1 signal transduction /// G-protein coupled receptor protein signaling pathwayheterotrimeric G-protein GTPase activity /// signal transducer activityheterotrimeric G-protein complexG_Protein_Signaling

D 1 Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 4Cited4 --- --- --- ---

D 1 brain acyl-CoA hydrolaseBach --- catalytic activity /// serine esterase activity /// palmitoyl-CoA hydrolase activity /// hydrolase activity /// acyl-CoA hydrolase activitycytosol ---

D 1 myomegalin LOC64183 --- --- --- ---

D 1 protein phosphatase 1, regulatory (inhibitor) subunit 1BPpp1r1b --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 c-kit receptor tyrosine kinaseKit --- receptor tyrosine kinase-like orphan receptor binding--- ---

D 1 Pyruvate carboxylasePc gluconeogenesis /// metabolism /// lipid biosynthesiscatalytic activity /// pyruvate carboxylase activity /// ATP binding /// biotin binding /// ligase activity /// manganese ion bindingcytoplasm /// mitochondrionAlanine-Aspartate_Metabolism /// Fatty_Acid_Synthesis /// Glycolysis_and_Gluconeogenesis /// Krebs-TCA_Cycle

D 1 leukemia/lymphoma related factorLrf regulation of osteoclast differentiationtranscriptional repressor activity /// BTB;protein binding;1.5e-39nucleus ---

D 1 internexin, alpha Inexa --- --- kinesin complex /// intermediate filament /// neurofilament---

D 1 megakaryocyte-associated tyrosine kinaseMatk protein amino acid phosphorylation /// intracellular signaling cascadeprotein kinase activity /// protein serine/threonine kinase activity /// protein-tyrosine kinase activity /// ATP binding /// kinase activity /// transferase activity--- ---

D 1 cytochrome c oxidase, subunit VIIIaCox8a --- --- --- ---

D 1 collagen, type XVIII, alpha 1Col18a1 --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 potassium channel, subfamily K, member 15 (TASK-5)Kcnk15 transport /// ion transport /// potassium ion transportion channel activity /// voltage-gated ion channel activity /// potassium channel activitymembrane /// integral to membrane---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to zinc finger protein 385; hematopoietic zinc finger (LOC311137), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 1700010P07 (LOC305684), mRNA--- --- --- --- ---

D 1 gamma-aminobutyric acid (GABA) B receptor, 1Gabbr1 --- metabotropic glutamate, GABA-B-like receptor activity--- GPCRs_Class_A_Rhodopsin-like /// GPCRs_Class_C_Metabotropic_glutamate_pheromone

D 1 potassium voltage gated channel, shaker related subfamily, beta member 3Kcnab3 ion transport /// potassium ion transportion channel activity /// voltage-gated ion channel activity /// voltage-gated potassium channel activity /// potassium channel activitycytoplasm /// integral to plasma membrane /// integral to membrane---

D 1 Rattus norvegicus similar to pyruvate dehydrogenase (LOC306640), mRNA--- --- --- --- ---

D 1 cytochrome c oxidase, subunit VaCox5a electron transportcytochrome-c oxidase activity /// aa3-type cytochrome c oxidase /// ba3-type cytochrome c oxidase /// caa3-type cytochrome c oxidase /// cbb3-type cytochrome c oxidase /// oxidoreductase activitymitochondrion /// inner membraneElectron_Transport_Chain

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_079268.1 (H.sapiens)  hypothetical protein FLJ12547 [Homo sapiens]--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to MR1-interacting protein (LOC362300), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to zinc finger protein (LOC292489), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to Ral-A exchange factor RalGPS2 (LOC304887), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to KIAA0843 protein (LOC307395), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to mKIAA0515 protein (LOC296637), mRNA--- --- --- --- ---

D 1 NADH dehydrogenase (ubiquinone) 1 alpha subcomplex  5Ndufa5 --- NADH dehydrogenase activity /// NADH dehydrogenase (ubiquinone) activity /// oxidoreductase activitymitochondrion---

D 1 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, eta polypeptideYwhah intracellular protein transportprotein domain specific binding--- ---

D 1 glutaminase Gls glutamine metabolismglutaminase activity /// hydrolase activitymitochondrion /// mitochondrial inner membrane---

D 1 erythrocyte protein band 4.1-like 3Epb4.1l3 --- --- Band_41;cytoskeleton;5.6e-103---

D 1 glutamate receptor, ionotropic, 4Gria4 transport /// ion transport /// potassium ion transport /// synaptic transmissionreceptor activity /// inotropic glutamate receptor activity /// alpha-amino-3-hydroxy-5-methyl-4-isoxazole propionate selective glutamate receptor activity /// transporter activity /// ion channel activity /// glutamate-gated ion channel activity /// potassium channel activityextracellular space /// membrane fraction /// membrane /// integral to membrane---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:T31639 (C.elegans) T31639 hypothetical protein Y57A10A.q - Caenorhabditis elegans--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to cDNA sequence AF096286; pecanex 1 (LOC307949), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 1110001E17 (LOC306327), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to E2a-Pbx1-associated protein; putative 47 kDa protein (LOC362869), mRNA--- --- --- --- ---



D 1 Rattus norvegicus LOC362680 (LOC362680), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to PxF protein (LOC289233), mRNA--- --- --- --- ---

D 1 ATPase Na+/K+ transporting beta 1 polypeptideAtp1b1 response to hypoxia /// potassium ion transport /// sodium ion transportsodium/potassium-exchanging ATPase activity /// NDK;nucleoside-diphosphate kinase activity;3.9e-28membrane /// integral to membrane---

D 1 glutathione S-transferase, mu 1Gstm1 glutathione conjugation reaction /// olfactionglutathione transferase activity /// transferase activity--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 corticotropin releasing hormone receptor 1Crhr1 G-protein coupled receptor protein signaling pathway /// G-protein signaling, coupled to cAMP nucleotide second messenger /// neuropeptide signaling pathwayG-protein coupled receptor activityextracellular space /// membrane /// integral to membraneGPCRs_Class_B_Secretin-like

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 nuclear factor I/B Nfib DNA replication /// regulation of transcription, DNA-dependent /// lung developmentDNA binding /// transcription factor activityintracellular /// nucleus---

D 1 Rattus norvegicus similar to poly(rC) binding protein 4 (LOC363133), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 vesicle-associated membrane protein 1Vamp1 --- --- --- ---

D 1 Rattus norvegicus similar to KAP3A (LOC289168), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 4930415K17 (LOC291670), mRNA--- --- --- --- ---

D 1 Shank1 Shank1 --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein C630028F04 (LOC287564), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to neuropilin- and tolloid-like protein 2 precursor (LOC307757), mRNA--- --- --- --- ---

MD 0,99 Rattus norvegicus similar to zinc-finger protein (LOC313144), mRNA--- --- --- --- ---

D 1 FK506 binding protein 4 (59 kDa)Fkbp4 --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:B44265 (H.sapiens) B44265 ENL (translocation) - human--- --- --- --- ---

MD 1 Rattus norvegicus similar to KIAA1203 protein (LOC308959), mRNA--- --- --- --- ---

D 1 syntaxin binding protein 1Stxbp1 intracellular protein transport /// protein secretion /// protein transportprotein binding /// protein transporter activity--- ---

D 1 cysteine string proteinCsp --- --- --- ---

D 1 Rattus norvegicus similar to uncharacterized hypothalamus protein HSMNP1 (LOC311625), mRNA--- --- --- --- ---

D 1 N-ethylmaleimide sensitive factorNsf --- cdc48_N;ATP binding;4.5e-27--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to DKFZP586M1523 protein (LOC317408), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 myomegalin LOC64183 --- --- --- ---

D 1 Rattus norvegicus LOC361651 (LOC361651), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to Dres9 (LOC361694), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 cytochrome c oxidase, subunit 7a 3Cox7a3 electron transportcytochrome-c oxidase activity /// electron transporter activity /// oxidoreductase activitymitochondrion /// integral to membrane /// inner membraneElectron_Transport_Chain

D 1 somatostatin Sst regulation of cell migrationhormone activityextracellular /// extracellular space---

D 1 glutamate receptor, ionotropic, N-methyl D-aspartate 1Grin1 transport /// ion transport /// potassium ion transport /// synaptic transmissionmagnesium ion binding /// receptor activity /// inotropic glutamate receptor activity /// transporter activity /// ion channel activity /// glutamate-gated ion channel activity /// potassium channel activityextracellular space /// membrane fraction /// cytoplasm /// synaptic vesicle /// membrane /// integral to membrane---

D 1 --- --- --- --- --- ---

D 1 vesicle-associated membrane protein 2Vamp2 --- --- kinesin complex /// integral to membrane /// synaptosome /// synapse---



D 1 myelin-associated oligodendrocytic basic proteinMobp neurogenesis structural constituent of myelin sheath--- ---

D 1 activator of G-protein signaling 3Ags3 --- --- --- ---

D 1 adaptor-related protein complex 2, beta 1 subunitAp2b1 --- transporter activitysecretory vesicle /// coated pit /// clathrin adaptor /// AP-2 adaptor complex---

D 1 Rattus norvegicus similar to FK506-binding protein 38 (LOC290652), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to A630041N19 protein (LOC308346), mRNA--- --- --- --- ---

MD 0,99 Rattus norvegicus similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin c2 isoform a; mammalian chromatin remodeling complex BRG1-associated factor 170; chromatin remodeling complex BAF170 subunit; SWI3-like protein; SWI ...--- --- --- --- ---

D 1 peroxisomal proteinLOC260327 --- --- --- ---

D 1 Rattus norvegicus similar to mahogunin, ring finger 1; mahoganoid (LOC302938), mRNA--- --- --- --- ---

MD 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to cDNA sequence BC021513 (LOC296478), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_542788.1 (H.sapiens)  chromosome 20 open reading frame 143 [Homo sapiens]--- --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein MGC38830 (LOC361519), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequence with moderate similarity to protein pir:S12207 (M.musculus) S12207 hypothetical protein (B2 element) - mouse--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 fatty acid synthaseFasn fatty acid biosynthesis /// metabolism /// biosynthesiscatalytic activity /// alcohol dehydrogenase activity, zinc-dependent /// [acyl-carrier protein] S-malonyltransferase activity /// oleoyl-[acyl-carrier protein] hydrolase activity /// zinc ion binding /// S-adenosylmethionine-dependent methyltransferase activity /// myristoyl-[acyl-carrier protein] hydrolase activity /// palmitoyl-[acyl-carrier protein] hydrolase activity /// acyl-[acyl-carrier protein] hydrolase activity /// oxidoreductase activity /// transferase activity /// hydrolase activity /// hydrolase activity, acting on ester bonds /// lyase activity /// 2.3.1.41;3-oxoacyl-[acyl-carrier protein] synthase activity;1e-300 /// 1.1.1.100;3-oxoacyl-[acyl-carrier protein] reductase activity;1e-300 /// 1.3.1.10;enoyl-[acyl-carrier protein] reductase (NADPH, B-specific) activity;1e-300--- Fatty_Acid_Synthesis

D 1 prominin Prom glucose homeostasis--- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 1 Rattus norvegicus similar to Klc2 protein (LOC309159), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to KIAA1808 protein (LOC360958), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 squalene epoxidaseSqle electron transport /// aromatic compound metabolism /// metabolismmonooxygenase activity /// squalene monooxygenase activity /// oxidoreductase activityintegral to membraneCholesterol_Biosynthesis /// Cholesterol_Biosynthesis

D 1 N-myc downstream-regulated gene 2Ndrg2 signal transduction /// Ndr;cell differentiation;8.8e-177--- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_036191.1 (M.musculus)  Ca<2+>dependent activator protein for secretion; Ca2+-dependent activator protein for secretion [Mus musculus]--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 1 Rattus norvegicus similar to astrotactin 2 (LOC298120), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 sodium channel, voltage-gated, type I, beta polypeptideScn1b ion transport ion channel activity /// voltage-gated ion channel activityintegral to membrane---

D 1 secretory granule neuroendocrine protein 1Sgne1 neuropeptide signaling pathway--- --- ---

D 1 dynamin 1 Dnm1 endocytosis /// microtubule-based processmotor activity /// GTPase activity /// protein binding /// GTP binding /// dynamin GTPase activity /// hydrolase activity--- ---

D 1 solute carrier family 4, member 4Slc4a4 sodium ion transport /// anion transport /// regulation of pH /// bicarbonate transportinorganic anion exchanger activity /// sodium:bicarbonate symporter activityintegral to plasma membrane /// membrane /// integral to membrane---

D 1 diabetes-associated protein in insulin-sensitive tissuesDapit --- --- --- ---

MD 0,99 Rattus norvegicus similar to Calmodulin binding transcription activator 2 (LOC287462), mRNA--- --- --- --- ---

MD 0,99 adenylate cyclase 5Adcy5 cAMP biosynthesis /// intracellular signaling cascademagnesium ion binding /// adenylate cyclase activity /// guanylate cyclase activity /// calcium/calmodulin-responsive adenylate cyclase activity /// lyase activityintegral to membraneG_Protein_Signaling

D 1 Rattus norvegicus similar to muscleblind-like protein 2 isoform 1; muscleblind-like protein MBLL39 (LOC290494), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to evectin-2 (LOC301337), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---



D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to zinc finger protein 91 isoform 1 (LOC293782), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to eIF-5A2 protein (LOC310261), mRNA--- --- --- --- ---

D 1 phosphofructokinase, musclePfkm cell glucose homeostasis /// glycolysismagnesium ion binding /// catalytic activity /// 6-phosphofructokinase activity /// phosphofructokinase activity /// kinase activity /// transferase activity6-phosphofructokinase complexGlycolysis_and_Gluconeogenesis

D 1 serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), member 1Serpini1 --- serpin;serine-type endopeptidase inhibitor activity;1.8e-116--- ---

D 1 germinal histone H4 geneH1ft nucleosome assembly /// spermatogenesisDNA binding /// GBP;GTPase activity;2.6e-09nucleosome /// nucleus /// chromosome---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_005157.1 (H.sapiens)  amyloid beta (A4) precursor-like protein 1 [Homo sapiens]--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 2610102M01 (LOC309828), mRNA--- --- --- --- ---

D 1 tubulin tyrosine ligaseTtl --- tubulin-tyrosine ligase activity--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 membrane protein, palmitoylated 3 (MAGUK p55 subfamily member 3)Mpp3 --- --- --- ---

D 1 Rattus norvegicus similar to NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9, 22kDa; NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD, B22) (LOC299954), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 rapostlin Rnd2 neurogenesis Rho small monomeric GTPase activity--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 guanine nucleotide binding protein, beta 1Gnb1 signal transduction /// G-protein coupled receptor protein signaling pathwayheterotrimeric G-protein GTPase activity /// signal transducer activityheterotrimeric G-protein complexG_Protein_Signaling

D 1 protein phosphatase 3, catalytic subunit, beta isoformPpp3cb --- protein phosphatase type 2A activity /// protein phosphatase type 1 activity /// phosphoprotein phosphatase activity /// protein serine/threonine phosphatase activity /// calcium-dependent protein serine/threonine phosphatase activity /// magnesium-dependent protein serine/threonine phosphatase activity /// calmodulin binding /// CTD phosphatase activity /// protein phosphatase type 2C activity /// hydrolase activity /// myosin phosphatase activity /// protein phosphatase type 2B activityprotein serine/threonine phosphatase complexG_Protein_Signaling /// Glycogen_Metabolism

D 1 Rattus norvegicus similar to SET binding factor 1 (Sbf1) (Myotubularin-related protein 5) (LOC300147), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to Cytosolic acyl coenzyme A thioester hydrolase, inducible (Long chain acyl-CoA thioester hydrolase) (Long chain acyl-CoA hydrolase) (CTE-I) (LACH2) (ACH2) (LOC299193), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_057198.1 (H.sapiens)  ASB-1 protein [Homo sapiens]--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 protein phosphatase 3, catalytic subunit, beta isoformPpp3cb --- protein phosphatase type 2A activity /// protein phosphatase type 1 activity /// phosphoprotein phosphatase activity /// protein serine/threonine phosphatase activity /// calcium-dependent protein serine/threonine phosphatase activity /// magnesium-dependent protein serine/threonine phosphatase activity /// calmodulin binding /// CTD phosphatase activity /// protein phosphatase type 2C activity /// hydrolase activity /// myosin phosphatase activity /// protein phosphatase type 2B activityprotein serine/threonine phosphatase complexG_Protein_Signaling /// Glycogen_Metabolism

MD 1 reticulon 4 Rtn4 --- --- integral to membrane---

MD 1 Rattus norvegicus similar to microsomal glutathione S-transferase 3 (LOC289197), mRNA--- --- --- --- ---

D 1 protocadherin gamma subfamily C, 3Pcdhgc3 spermatogenesiscell adhesion molecule activity--- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to Protein KIAA1472 (LOC362907), mRNA--- --- --- --- ---

D 1 malate dehydrogenase 1Mdh1 --- malate dehydrogenase activity /// ldh;oxidoreductase activity;1.7e-64--- Glycolysis_and_Gluconeogenesis

D 1 synaptotagmin 2 Syt2 transport transporter activitysynaptic vesicle /// membrane /// integral to membrane /// synapse---

D 1 lactate dehydrogenase BLdhb glycolysis lactate dehydrogenase activity /// L-lactate dehydrogenase activity /// ATP binding /// oxidoreductase activity--- Glycolysis_and_Gluconeogenesis

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein MGC15396 (LOC360603), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to brain-specific angiogenesis inhibitor 2 (LOC313058), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 gamma-aminobutyric acid (GABA) B receptor, 1Gabbr1 --- metabotropic glutamate, GABA-B-like receptor activity--- GPCRs_Class_A_Rhodopsin-like /// GPCRs_Class_C_Metabotropic_glutamate_pheromone

D 1 Rattus norvegicus similar to tex261 (LOC297392), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to gp250 precursor (LOC300652), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein sp:Q15784 (H.sapiens) NDF2_HUMAN Neurogenic differentiation factor 2 (NeuroD2)--- --- --- --- ---

D 1 Rattus norvegicus similar to Serine/threonine-protein kinase SNK (Serum inducible kinase) (LOC314627), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:T20262 (C.elegans) T20262 hypothetical protein C55A6.2 - Caenorhabditis elegans--- --- --- --- ---

D 1 Rattus norvegicus similar to D11Bwg0434e protein (LOC287453), mRNA--- --- --- --- ---



MD 0,99 CL1BA protein CL1BA --- Gal_Lectin;sugar binding;2.9e-45--- ---

D 1 erythrocyte protein band 4.1-like 3Epb4.1l3 --- --- Band_41;cytoskeleton;5.6e-103---

MD 0,99 Rattus norvegicus similar to Ndr3 protein (LOC296318), mRNA--- --- --- --- ---

D 1 Rattus norvegicus mRNA for tetraspanin protein (Tm4sf2 gene), 3' UTR--- --- --- --- ---

D 1 activator of G-protein signaling 3Ags3 --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein D12Ertd771e (LOC299295), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to 3632413B07Rik protein (LOC296374), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein pir:A46302 (H.sapiens) A46302 PTB-associated splicing factor, long form - human--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 potassium channel, subfamily K, member 3Kcnk3 transport /// ion transport /// potassium ion transportion channel activity /// voltage-gated ion channel activity /// potassium channel activityextracellular space /// integral to plasma membrane /// membrane /// integral to membrane---

D 1 Rattus norvegicus similar to ubiquitin-conjugating enzyme E2M; UBC12 homolog, yeast (LOC361509), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to talin 2 (LOC315776), mRNA--- --- --- --- ---

D 1 statin-like Stnl --- GTP_EFTU;translation elongation factor activity;9.7e-112--- Translation_Factors

MD 1 erythrocyte protein band 4.1-like 1Epb4.1l1 --- --- Band_41;cytoskeleton;5.2e-105---

D 1 Epsin 1 Epn1 endocytosis --- --- ---

D 1 cadherin EGF LAG seven-pass G-type receptor 2Celsr2 --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein ref:NP_079049.1 (H.sapiens)  hypothetical protein FLJ13798 [Homo sapiens]--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein prf:2018199A (E. coli) 2018199A beta lactamase IRT-4 [Escherichia coli]--- --- --- --- ---

D 1 Rattus norvegicus similar to copine family member isoform a (LOC297516), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to HSPC288 (LOC299207), mRNA--- --- --- --- ---

D 1 Rattus norvegicus similar to Tetraspan NET-5 (LOC312728), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with strong similarity to protein ref:NP_286085.1 (E. coli)  beta-D-galactosidase [Escherichia coli O157:H7 EDL933]--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with weak  similarity to protein ref:NP_079268.1 (H.sapiens)  hypothetical protein FLJ12547 [Homo sapiens]--- --- --- --- ---

MD 1 pyruvate dehydrogenase kinase 2Pdk2 acetyl-CoA biosynthesis from pyruvate /// signal transduction[pyruvate dehydrogenase (lipoamide)] kinase activity /// ATP binding /// kinase activity /// transferase activitymitochondrionKrebs-TCA_Cycle

D 1 vitamin A-deficient testicular protein 5Vad --- --- --- ---

D 1 Rattus norvegicus similar to U1 small nuclear ribonucleoprotein 70 kDa (U1 snRNP 70 kDa) (snRNP70) (U1-70K) (LOC361574), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein sp:Q9NX95 (H.sapiens) YE72_HUMAN Hypothetical protein KIAA1472--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 glyceraldehyde-3-phosphate dehydrogenaseGapd glycolysis glyceraldehyde-3-phosphate dehydrogenase (phosphorylating) activity /// oxidoreductase activity--- Glycolysis_and_Gluconeogenesis

D 1 neurexophilin 3 Nxph3 --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 2310066K23 (LOC316333), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 ATP synthase, H+ transporting, mitochondrial F0 complex, subunit c (subunit 9) isoform 3Atp5g3 ATP-synt_C;proton transport;5e-30--- --- Electron_Transport_Chain

D 1 calcyon protein Calcyon --- --- --- ---

D 1 Rattus norvegicus similar to RIKEN cDNA 1110013G13 (LOC310856), mRNA--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to ATPase, H+ transporting, V1 subunit A, isoform 1 (LOC360716), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to nectin-like protein 1 (LOC360882), mRNA--- --- --- --- ---



D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 1 small nuclear ribonucleoparticle-associated protein (snRNP) mRNA, clone Sm51Snrpn mRNA splicing RNA binding /// pre-mRNA splicing factor activitynucleus /// spliceosome complex /// small nucleolar ribonucleoprotein complex /// ribonucleoprotein complex /// small nuclear ribonucleoprotein complex---

D 1 RAB6, member RAS oncogene familyRab6 --- --- --- ---

D 1 Rattus norvegicus similar to hypothetical protein (LOC287736), mRNA--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only--- --- --- --- ---

D 1 glycine receptor, beta subunitGlrb transport /// ion transport /// chloride transport /// synaptic transmissionreceptor activity /// ion channel activity /// extracellular ligand-gated ion channel activity /// glycine-gated chloride channel activity /// neurotransmitter receptor activityextracellular space /// membrane /// integral to membrane---

D 1 lanC (bacterial lantibiotic synthetase component C)-like 1Lancl1 G-protein coupled receptor protein signaling pathwayG-protein coupled receptor activityintegral to plasma membrane /// integral to membrane---

D 1 reelin Reln cell adhesion /// developmentserine-type endopeptidase activity /// cell adhesion molecule activity /// structural molecule activity /// hydrolase activity--- ---

D 1 lifeguard Lfg central nervous system development--- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 orphan transporter v7-3Ntt73 transport /// neurotransmitter transportneurotransmitter:sodium symporter activity /// symporter activityintegral to plasma membrane /// membrane /// integral to membrane---

D 1 peroxiredoxin 2 Prdx2 --- peroxidase activity /// antioxidant activity /// oxidoreductase activity--- ---

D 1 corticotropin releasing hormone receptor 1Crhr1 G-protein coupled receptor protein signaling pathway /// G-protein signaling, coupled to cAMP nucleotide second messenger /// neuropeptide signaling pathwayG-protein coupled receptor activityextracellular space /// membrane /// integral to membraneGPCRs_Class_B_Secretin-like

D 1 Rattus norvegicus transcribed sequences--- --- --- --- ---

D 1 Rattus norvegicus similar to hepatitis C virus core-binding protein 6; cervical cancer oncogene 3 (LOC361288), mRNA--- --- --- --- ---

MD 0,99 Rattus norvegicus transcribed sequences--- --- --- --- ---

MD 1 chimerin (chimaerin) 2Chn2 intracellular signaling cascadephorbol ester receptor activity /// GTPase activator activity /// diacylglycerol binding /// Rac GTPase activator activitymembrane---

MD 0,99 Rattus norvegicus similar to NADH oxidoreductase (LOC299643), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---

D 1 Rattus norvegicus similar to CGI-04 protein (LOC287924), mRNA--- --- --- --- ---

D 1 --- --- --- --- --- ---


